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LEUKEMIA/LYMPHOMA CHIP #3 : PROBES USED IN ANALYSIS 



Cy3 Probe 




Tissue 


RNA# 


mm 


regno® 


Lymphoma, T cell 


952 


SPACT74 


KidnevN 


Lymphoma. B cell 


955 


SPACTB1 


Liver N 


Lvmohoma. B cell 


953 


SPAGT78 


LunoN 


Lymphoma 


916 


SPACT42 


Brain N 


Lymphoma, Hodokins 


950 


138598B 




Lymphoma. Hodokins 


950 


SPACT49 


Bone Marrow N 


Lymphoma. B cell 


CL151 


888 


PBMC restina 


Lvmohoma. T cell 


904B 




Stomach N 


Lymphoma. Hodakins see RNA 959 


CL153 




ThvmusN 


Lvmhoma. B cell 


CL152 


SPACT75 


Skeletal Muscle N 


Lymphoma, B cell see RNA 958 


CL155 


SPACT73 


Heart N 


Lvmohoma. B cell 


944 


243502B 


Esoohaaus N 


Lvmohoma. B cell 


958 


1006 


Colon N 


Lymphoma, B cell 


954 


SPACT65 


Small Intestine N 


Lymphoma 


960 


779B 


Trachea N 


Lvmohoma. T cell 


957 


S9327328 


Bladder N 


Lymphoma. Bcell 


914B 






Lymphoma, B cell 


913 






Lvmohoma , B cell 


944B 






Lymphoma, B cell/failed 


903 







GREEN: Tumor probes where gene expression would be desired. 

Isli: Normal essential tissue probes where gene expression is to be avoided. 

BLACK: Normal tissue probes where gene expression is acceptable. 
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a. TMpred Report for Ly1484 Long 



Date: 8/15/2001 



RDFQSEVLLSAMELFHMTSGGDAAIO*RDGKEPQPSAEAAAA^IiANISCF 

HCLLLLNERSYPEGFQLEPKPRMSTYHQVFLSPNEDVKEKREDLPSLSDV 
QHNIQKTVQTLWQQLVAQRQQTLEDAFKIDLSVKPGEREVKIEEVTPIiWB 
ETMLKAWQHYIiASEKKSLASRSWAHHSKVTLWSGSLSSAMFXMPGRQAK 
DPECICTEDFVSCIENYRRRGQELYASLYKDHVQRRKCGNIKAANAWARIQ 
EQLFGEIiGLWSQGEETKPCSPWELDWREGPARMRKRIKRLSPLEALSSOR 
HKESQDKNDHISQTNAENQDELTLREAEGEPDEVGVDCTQLTFFPALHES 

IiHSEDFLELCRERQVII^ELLDKEKVTQ KF^TO B^^ ^ 

SLKGKATSEDTLNLRRYPGSDRIMLQKWQKRDISNFEYLMYLNTAAGRTC 
NDYMQYPVFPWVLADYTSETIJJIiANPKIFRDLSKPMGAQTKERKIjKFIQR 

FKEVEKTEGDMTVQCTflrYTHYSSAlg^ ^ 



" EiragBESHMSBgESiS^ 



E-»N'B»E?S'RE 



HT-RMDjMSD ERGR J I , R0WSiA>EG 



(SEQID NO: 10,847) 



s5g?S4i®a fees 



amo>n© 



Transmembrane Domain 1 
Transmembrane Domain 2 
Transmembrane Domain 3 
Transmembrane Domain 4 
Transmembrane Domain 5 



63 - 84 Score: 1.36675 
118 - 139 Score: 1.38695 
480 - 501 Score: 1.36185 
562 - 583 Score: 1.31785 
725 - 746 Score: 1.3521 



FIG. 6 
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b. TMpred Report for Ly1484 (short) 

Date: 8/20/2001 



MI^IWQKRDISNFEYLMYIjNTAAGRTCNDYMQYPVFPWVIJU)YTSETIOT 
ANPKIFRDLSKPMGAQTKERKLKFIQRFKEVEKTEGDMTVQCTYYTHYSS 



GGS'E-DiWDRM'E-HSMKS^ESMSRENMS© 



T4H.tty«AVriESD^ 



<EK 



(SEQID NO: 10.848) 

55^aa®a ass @a@ grotfs^ ©@s4s@ aaa a 

Transmembrane Domain 1: 102 - 123 Score: 1.3521 



a m o>n'o» a • g a s » a ii ei wn WIxE an 1 smemb aaa n e 



FIG. 6 (cont.) 
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INFORMAL SEQUENCE LISTING 



<210> 1 

<212> DNA 

<213> Homo sapiens 

<400> 1 

!>Lyl728P, membrane protein FOAP-12, full-length cDNA 

cttccagagagcaatatggctggttccccaacatgcctcaccctcatctatatcctttggcagctcacag 

ggtcagcagcctctggacccgtgaaagagctggtcggttccgttggtggggccgtgactttccccctgaa 

gtccaaagtaaagcaagttgactctattgtctggaccttcaacacaacccctcttgtcaccatacagcca 

gaagggggcactatcatagtgacccaaaatcgtaatagggagagagtagacttcccagatggaggctact 

ccctgaagctcagcaaactgaagaagaatgactcagggatctactatgtggggatatacagctcatcact 

ccagcagccctccacccaggagtacgtgctgcatgtctacgagcacctgtcaaagcctaaagtcaccatg 

ggtctgcagagcaataagaatggcacctgtgtgaccaatctgacatgctgcatggaacatggggaagagg 

atgtgatttatacctggaaggccctggggcaagcagccaatgagtcccataatgggtccatcctccccat 

ctcctggagatggggagaaagtgatatgaccttcatctgcgttgccaggaaccctgtcagcagaaacttc 

tcaagccccatccttgccaggaagctctgtgaaggtgctgctgatgacccagattcctccatggtcctcc 

tgtgtctcctgttggtgcccctcctgctcagtctctttgtactggggctatttctttggtttctgaagag 

agagagacaagaagagtacattgaagagaagaagagagtggacatttgtcgggaaactcctaacatatgc 

ccccattctggagagaacacagagtacgacacaatccctcacactaatagaacaatcctaaaggaagatc 

cagcaaatacggtttactccactgtggaaataccgaaaaagatggaaaatccccactcactgctcacgat 

gccagacacaccaaggctatttgcctatgagaatgttatctagacagcagtgcactcccctaagtctctg 

ctcaaaaaaaaaacaattctcggcccaaagaaaacaatcagaagaattcactgatttgactagaaacatc 

aaggaagaatgaagaacgttgacttttttccaggataaattatctctgatgcttctttagatttaagagt 

tcataattccatccactgctgagaaatctcctcaaacccagaaggtttaatcacttcatcccaaaaatgg 

gattgtgaatgtcagcaaaccataaaaaaagtgcttagaagtattcctatagaaatgtaaatgcaaggtc 

acacatattaatgacagcctgttgtattaatgatggctccaggtcagtgtctggagtttcattccatccc 

agggcttggatgtaaggattataccaagagtcttgctaccaggagggcaagaagaccaaaacagacagac 

aagtccagcagaagcagatgcacctgacaaaaatggatgtattaattggctctataaactatgtgcccag 

cactatgctgagcttacactaattggtcagacgtgctgtctgccctcatgaaattggctccaaatgaatg 

aactactttcatgagcagttgtagcaggcctgaccacagattcccagagggccaggtgtggatccacagg 

acttgaaggtcaaagttcacaaagatgaagaatcagggtagctgaccatgtttggcagatactataatgg 

agacacagaagtgtgcatggcccaaggacaaggacctccagccaggcttcatttatgcacttgtgctgca 

aaagaaaagtctaggttttaaggctgtgccagaacccatcccaataaagagaccgagtctgaagtcacat 

tgtaaatctagtgtaggagacttggagtcaggcagtgagactggtggggcacggggggcagtgggtactt 

gtaaacctttaaagatggttaattcattcaatagatatttattaagaacctatgcggcccggcatggtgg 

ctcacacctgtaatcccagcactttgggaggccaaggtgggtgggtcatctgaggtcaggagttcaagac 

cagcctggccaacatggtgaaaccccatctctactaaagatacaaaaatttgctgagcgtggtggtgtgc 

acctgfaatcccagctactcgagaggccaaggcatgagaatcgcttgaacctgggaggtggaggttgcag 

tgagctgagatggcaccactgcactccggcctaggcaacgagagcaaaactccaatacaaacaaacaaac 

aaacacctgtgctaggtcagtctggcacgtaagatgaacatccctaccaacacagagctcaccatctctt 

atacttaagtgaaaaacatggggaaggggaaaggggaatggctgcttttgatatgttccctgacacatat 

cttgaatggagacctccctaccaagtgatgaaagtgttgaaaaacttaataacaaatgcttgttgggcaa 

gaatgggattgaggattatcttctctcagaaaggcattgtgaaggaattgagccagatctctctccctac 

tgcaaaaccctattgtagtaaaaaagtcttctttactatcttaataaaacagatattgtgagattcaaaa 

aaaaaaaaaaaa 

<210> 2 

<212> PRT 

<213> Homo sapiens 

<400> 2 

2>Lyl728P, FOAP-12, full-length protein 

MAGS PTCLTLI YI LWQLTGS AASGPVKE LVGS VGGAVTF PLKSKVKQVDS I VWTFNTTPLVTIQPEGGTI 
IVTQNRNRERVDFPIXX5YSLKLSiajaaJDSGIYWGIYSSSLQQ 

KNGTCVTNLTCCMEHGEEDVI YTWKALGQAANESHNGS I LPISWRWGESOMTFI CVARNPVSRNFSS PI L 
ARKLCEGAADDPDSSNnnjLCLLLVPLLLSLEVLGLFLWFLKRERQEEYIEEKKRVDICRETPNICPHSGE 
NTEYDTI PHTNRTI LKEDPANTVYSTVE I PKKMENPHSLLTMPDTPRLFAYENVI 

<210> 3 

<212> DNA 

<213> Homo sapiens 

<400> 3 

3>Lyl732P, BCM, full-length cDNA 
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ttgtaagatattacttgtccttccaggctgttctttctgtagctcccttgttttcttttt 
gtgatcatgttgcagatggctgggcagtgctcccaaaatgaatattttgacagtttgttg 
catgcttgcataccttgtcaacttcgatgttcttctaatactcctcctctaacatgtcag 
cgttattgtaatgcaagtgtgaccaattcagtgaaaggaacgaatgcgattctctggacc 
tgtttgggactgagcttaataatttctttggcagttttcgtgctaatgtttttgctaagg 
aagataagctctgaaccattaaaggacgagtttaaaaacacaggatcaggtctcctgggc 
atggctaacattgacctggaaaagagcaggactggtgatgaaattattcttccgagaggc 
ctcgagtacacggtggaagaatgcacctgtgaagactgcatcaagagcaaaccgaaggtc 
gactctgaccattgctttccactcccagctatggaggaaggcgcaaccattcttgtcacc 
acgaaaacgaatgactattgcaagagcctgccagctgctttgagtgctacggagatagag 
aaatcaatttctgctaggtaattaaccatttcgactcgagcagtgccactttaaaaatct 
tttgtcagaatagatgatgtgtcagatctctttaggatgactgtatttttcagttgccga 
tacagctttttgtcctctaactgtggaaactctttatgttagatatatttctctaggtta 
ctgttgggagcttaatggtagaaacttccttggtttctatgattaaagtctttt 



4>Lyl732P, BCM, full-length protein 

MliQMAGQCSQNEYFDSLLHACI PCQLRCSSNTPPLTCQRYCNASVTNSVKGTNAI LWTCLGLSLI I SLAV 
FVLMFLLRKISSEPLKDEFKNTGSGLLGMANI DLEKSRTGDE 1 1 LPRGLEYTVEECTCEDCI KSKPKVDS 
DHCFPLPAMEEGATILVTTKTNDYCKSLPAALSATEIEKSISAR 

<210> 5 

<212> DNA 

<213> Homo sapiens 



5>Lyl888P, ant i- Fas -induced apoptosis (TOSO) , full-length cDNA 

ttgcactctagaagggacaatggacttctggctttggccactttacttcctgccagtatcgggggccctg 

aggatcctcccagaagtaaaggtagagggggagctgggcggatcagttaccatcaagtgcccacttcctg 

aaatgcatgtgaggatatatctgtgccgggagatggctggatctggaacatgtggtaccgtggtatccac 

caccaacttcatcaaggcagaatacaagggccgagttactctgaagcaatacccacgcaagaatctgttc 

ctagtggaggtaacacagctgacagaaagtgacagcggagtctatgcctgcggagcgggcatgaacacag 

accggggaaagacccagaaagtcaccctgaatgtccacagtgaatacgagccatcatgggaagagcagcc 

aatgcctgagactccaaaatggtttcatctgccctatttgttccagatgcctgcatatgccagttcttcc 

aaattcgtaaccagagttaccacaccagctcaaaggggcaaggtccctccagttcaccactcctccccca 

ccacccaaatcacccaccgccctcgagtgtccagagcatcttcagtagcaggtgacaagccccgaacctt 

cctgccatccactacagcctcaaaaatctcagctctggaggggctgctcaagccccagacgcccagctac 

aaccaccacaccaggctgcacaggcagagagcactggactatggctcacagtctgggagggaaggccaag 

gatttcacatcctgatcccgaccatcctgggccttttcctgctggcacttctggggctggtggtgaaaag 

ggccgttgaaaggaggaaagccctctccaggcgggcccgccgactggccgtgaggatgcgcgccctggag 

agctcccagaggccccgcgggtcgccgcgaccgcgctcccaaaacaacatctacagcgcctgcccgcggc 

gcgctcgtggagcggacgctgcaggcacaggggaagcccccgttcccggccccggagcgccgttgccccc 

cgccccgctgcaggtgtctgaatctccctggctccatgccccatctctgaagaccagctgtgaatacgtg 

agcctctaccaccagcctgccgccatgatggaggacagtgattcagatgactacatcaatgttcctgcct 

gacaactccccagctatcccccaaccccaggctcggactgtggtgccaaggagtctcatctatctgctga 

tgtccaatacctgcttcatgtgttctcagagccctcatcattcccatgccccatctcgatcccatcccca 

tctatctgt 

<210> 6 
<212> PRT 

<213> Homo sapiens 
<400> 6 

6>Lyl888P, anti -Fas- induced apoptosis (TOSO) , full-length protein 

MDTOLWPLYFLPVSGALRILPEVKVEGEIXXSSVTIKCPLPEMHV^ 

EYKGRVTLKQYPRKNI/FLVEVTQLTESDSGVYACGAGMNTDRGKTQKVTIjNVHS 

WFHLPYLFQMPAYASSSKFVTRVTTPAQRGKVPPVHHSSPTTQITHRPRVSRASSVAGDKPRT 

SKI SALEGLLKPQTPS YNHHTRLHRQRALDYGSQSGREGQGFHI LI PTI LGLFLIALLGLVVKRAVERRK 

ALS RRARRLAVRMRALES S QRPRGS PRPRSQNN I YSACPRRARGADAAGTGEAPVPGPGAPLPPAPI^}VS 

ESPWLHAPSLKTSCEYVSLYHQPAAMMEDSDSDDYINVPA 



<210> 4 

<212> PRT 

<213> Homo sapiens 



<400> 4 



<400> 5 
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<210> 7 
<212> DNA 

<213> Homo Bapiens 
<400> 7 

7>Lyl452_His-tag-fusion, Old-SEQ-ID_10482, full-length cDNA 

atgcagcatcaccaccatcaccacgtgtcacaatctacagtcaggcaggattctcctgtg 

gagccctgggaagggatcagcgatcactctggcattattgatggttcgcccagactcctg 

aacactgaccatcctccttgccaattagacatcaggctcatgaggcacaaagctgtctgg 

attaacccccaggatgtgcagcaacagccgcaggacttgcaatctcaggtgccagcagca 

gggaacagtgggacccattttgtgacagatgctgcctctccctcaggcccttcaccttcg 

tgcctcggggactccctggcagagacaacgttgtctgaggataccacagactccgttggc 

agcgcttctccccatggctcgagtgaaaagagtagcagcttctctctgtcctcaacagag 

gtacacatggtccgcccaggatactctcatcgggtgtctctgcccacaagccctgggatt 

ttggccacctccccatatcctgagactgacagtgctttttttgagccttcccatctgaca 

tctgctgctgatgaaggtgctgttcaagtcagtagaagaaccatttcttcgaattccttc 

tcaccagaggtatttgtgctgcctgttgatgtagaaaaggaaaatgcccacttttatgtt 

gcagatatgattatatcagcaatggagaaaatgaagtgtaacattctgagtcaacagcag 

acagagagctggagtaaagaagtcagtgggttacttgggagtgatcagcctgactctgaa 

atgacttttgataccaacataaagcaagagtctgggtcttctacttcttcatacagtggc 

tatgaaggttgtgctgtgttacaggtcagcccagtgactgaaacacgtacttaccatgat 

gtgaaagagatttgcaaatgcgatgttgatgaatttgttattttagagcttggagatttt 

aatgatatcacagaaacctgtagctgttcctgcagctcctctaagagtgtcacttatgag 

ccagacttcaattctgcagaactattagccaaagagctgtaccgcgtgttccagaagtgc 

tggatactgtcagtagttaattctcagctggcaggttccctgagtgcagctggctcgata 

gtcgtaaatgaagagtgtgtccgaaaagactttgaatccagtatgaatgtagtacaggaa 

attaaatttaagtctaggatcagagggactgaagactgggctcctcctagatttcaaatc 

atatttaatattcatccaccactcaagagggaccttgtggtggcagcccagaattttttc 

tgtgccggctgtggaactccagtagagcctaagtttgtgaagcggctccggtactgcgaa 

tacctagggaagtatttctgtgactgctgccactcatatgcagagtcgtgcatccctgcc 

cgaatcctgatgatgtgggacttcaagaagtactacgtcagcaatttctccaaacagctg 

ctcgacagcatatggcaccagcccattttcaatttgctgagcatcggccaaagcctgtat 

gcgaaagccaaggagctggacagagtgaaggaaattcaggagcagctcttccatatcaag 

aagctgttgaagacctgtaggtttgctaacagtgcattaaaggagttcgagcaggtgccg 

ggacacttgactgatgagctccacctgttctcccttgaggacctggtcaggatcaagaaa 

gggctgctggcacccttactcaaggacattctgaaagcttcccttgcacatgtggctggc 

tgtgagctgtgtcaaggaaagggctttatttgtgaattttgccagaatacgactgtcatc 

ttcccatttcagacagcaacatgtagaagatgttcagcgtgcagggcttgctttcacaaa 

cagtgcttccagtcctccgagtgcccccggtgtgcgaggatcacagcgaggagaaaactt 

ctggaaagtgtggcctctgcagcaaca 



<210> 8 
<212> PRT 

<213> Homo sapiens 
<400> 8 

8>Lyl452_His-tag-fusion, Old-SEQ-ID_10483 , full-length protein 
WHHHHHHVSQST\mQDSPVEPWEGISDHSGIITCSPRL^ 

INPQDVQQQPQDLQSQVPAAGNSGTHFVTDAAS PSG PS PSCLGDSLAETTLSEDTTDSVG 
SASPHGSSEKSSSFSLSSTEVHMVRPGYSHRVSLPTSPGILATSPYPETDSAFPEPSHLT 
SAADEGAVQVSRRTI SSNS FS PEVFVLPVDVEKENAHFYVADMI ISAMEKMKCNI LSQQQ 
TESWS KEVSG LLGS DQ PDS EMTFDTNI KQESGS STSS YSG YEGCAVLQ VS P VTETRTYHD 
VKEICKC3DVDEFVILEIX3DFNDITETCSCSCSSSKSVTYEPDFNSAELIiAKELYRVFQKC 
WI LSWNSQLAGSLSAAGS I WNEECVRKDFESSMNWQE I KFKSRI RGTEDWAPPRFQI 
I FVIHPPLKRDLWAAQNFFCAGCGTPVEPKFVKRLRYCEYLGKYFCDCCHSYAESCI PA 
RILMMWDFKKYYVSNFS KQLLDS I WHQPI FNLLS I GQSLYAKAKELDRVKE I QEQLFHI K 
KLLKTCRFANSALKEFEQVPGHLTDELHLFSLEDLVRI KKGLLAPLLKDI LKASLAHVAG 
CELCQGKGFI CEFCQNTTVI FPFQTATCRRCS ACRACFHKQCFOSSECPRCARITARRKL 
LESVASAAT 



<210> 9 

<212> DNA 

<213> Homo sapiens 
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<400> 9 



9>Lyl452P_LS_400351.4_Edited, splice-1, full-length cDNA 

gggagcctatagggttcaataacttgcagtgtggttggggcttatggatgctggatgaagataagtgagggaggtttaca 
gggacagcatcatgtcaggccttgagggcaagaatagctctccagacccccagctggccatgtggtgagttcagggccca 
aatcaagtagtaccagcaatcagggaactcctatctgttttgaatggattcacaccagccacaagcctggaaagatggtg 
tcacaatctacagtcaggcaggattctcctgtggagccctgggaagggatcagcgatcactctggcattattgatggttc 
gcccagactcctgaacactgaccatcctccttgccaattagacatcaggctcatgaggcacaaagctgtctggattaacc 
cccaggatgtgcagcaacagccgcaggacttgcaatctcaggtgccagcagcagggaacagtgggacccattttgtgaca 
gatgct^cctctccctcaggcccttcaccttcgtgcctcggggactccctggcagagacaacgttgtctgaggataccac 
agactccigttggcagcgcttctccccatggctcgagtgaaaagagtagcagcttctctctgtcctcaacagaggtacaca 
tggtccgcccaggatactctcatcgggtgtctctgcccacaagccctgggattttggccacctccccatatcctgagact 
gacagtgctttttttgagccttcccatctgacatctgctgctgatgaaggtgctgttcaagtcagtagaagaaccatttc 
ttcgaattccttctcaccagaggtatttgtgctgcctgttgatgtagaaaaggaaaatgcccacttttatgttgcagata 
tgattatatcagcaatggagaaaatgaagtgtaacattctgagtcaacagcagacagagagctggagtaaagaagtcagt 
gggttacttgggagtgatcagcctgactctgaaatgacttttgataccaacataaagcaagagtctgggtcttctacttc 
ttcatacagtggctatgaaggtcgtgctgtgttacaggtcagcccagtgactgaaacacgtacttaccatgatgtgaaag 
agatttgcaaatgcgatgttgatgaatttgttattttagagcttggagattttaatgatatcacagaaacctgtagctgt 
tcctgcagctcctctaagagtgtcacttatgagccagacttcaattctgcagaactattagccaaagagctgtaccgcgt 
gttccagaagtgctggatactgtcagtagttaattctcagctggcaggttccctgagtgcagctggctcgatagtcgtaa 
atgaagagtgtgtccgaaaagactttgaatccagtatgaatgtagtacaggaaattaaatttaagtctaggatcagaggg 
actgaagactgggctcctcctagatttcaaatcatatttaatattcatccaccactcaagagggaccttgtggtggcagc 
ccagaattttttctgtgccggctgtggaactccagtagagcctaagtttgtgaagcggctccggtactgcgaatacctag 
ggaagtatttctgtgactgctgccactcatatgcagagtcgtgcatccctgcccgaatcctgatgatgtgggacttcaag 
aagtactacgtcagcaatttctccaaacagctgctcgacagcatatggcaccagcccattttcaatttgctgagcatcgg 
ccaaagcctgtatgcgaaagccaaggagctggacagagtgaaggaaattcaggagcagctcttccatatcaagaagctgt 
tgaagacctgtaggtttgctaacagtgcattaaaggagttcgagcaggtgccgggacacttgactgatgagctccacctg 
ttctcccttgaggacctggtcaggatcaagaaagggctgccggcacccttactcaaggacattctgaaagcttcccttgc 
acatgtggctggctgtgagctgtgtcaaggaaagggctttatttgtgaattttgccagaatacgactgtcatcttcccat 
ttcagacagcaacatgtagaagatgttcagcgtgcagggcttgctttcacaaacagtgcttccagtcctccgagtgcccc 
cggtgtgcgaggatcacagcgaggagaaaacttctggaaagtgtggcctctgcagcaacatgatgcccctgagtactgtg 
aaaaagactgttcaacatgccttatgataacaccgatttgtgtctattattggtgacattgttttagatattgggtattg 
tatattaaggaaaaagatggtctatattctctttattgcatatacttaatgtttcaaaagaatgcagattctgtgtttaa 
gcacagggctgatagctgtggttttgtttacaaatgttctgttttggctgctattggttttttaaagaggttttttatac 
ttttgtatttgaatagttatgtttcactgatgctgagccagtttgtatgtgtgtgcatatatgtgaactgtaactgacaa 
gatgaattactcagtttctctttctctaaagcttgtttgatgaaactggttggtcctttcagtgaacaaaaatatgaccc 
caaatctgtttgctctggcttttatttcttcaggaagcagacttccacttaaatgccattttgtgattgtgtcaatcata 
cacattttatttacttcagagtttgaatagagagtacacatttcttctgcagatttatttcatgatgagtttgagttgct 
tagcagggcgtgtgggtcccgttgaagtgcagtttgaagcaactgcttctagatggcactctttcaggtggcacaaattg 
aacctgtatttgtcatctctgttccacacactgcaatgtcaagggatgcagaagtgagtagaattccatccctgcccttg 
aggatcttgctttaacagatgtaaaactgaacataaggtatttgcagatttaaacgaactgggggaaataatgaacagtg 
tgattctagtaataacattaaaatcatagacattgactaataaggttaaatgaatcacaaaacctttatgaatttctttt 
ttctaatagttcttatatgttttcctgaaacatgtgagcctattcttttttcttctactttctatatactttctcccact 
tgagaaaggggccttgaggctgggtcccttcatggtatacctttagactgaacggtttgcaacctagggcttgggcatta 
cattccctgggattcacatgccctaactaaacctaccttgattttctcagacagcacaggcaggcaataaagcgtcacag 
attgtcccctaaccccatccagccatgtgtatgagtgtgttttattcaatgggatagtactgagcacatgaaagaaatga 
atgacttctgtcaatctcttttcattcagtcttctcattctgtcaattgttttctcatccgcagtgcctctgccagaact 
gtgctcacatccattatttaagccagatcttttctaagtattatagaagtgtagaggcacatagaataaataaaaccaga 
cttc 

<210> 10 

<212> PRT 

<213> Homo sapiens 

<400> 10 

10>Lyl452P_LS_400351.4_Edited, splice-1, full-length protein 

MVSQSTVRQDS PVE PWEG I SDHSGI I DGS PRLLNTDHPPCQLD I RLMRHKAVW INPQDVQQQPQDLQSQVPAAGNSGTHF 

VTDAASPSGPSPSCl^DSLAETTLSEDTTDSVGSASPH^^ 

ETDSAFFEPSHLTSAADEGAVQVSRRTISSNSFSPEVFVLPVDVEKEN^ 

VSGLLGSDQPDSEMTFDTNIKQESGSSTSSYSGYEGCAVLQVS PVTETRTYHDVKEICKCDVDEFVILELGDFNDITETC 
SCSC^SSKSVTYEPDFNSAELLAKELYRVFQKOTII^W^ 

RGTEDWAPPRFQI I FNIHPPLKRDLVVAAQNFFCAGCGTPVEPKFVKRLRYCEYLiGKYFCDCCHSYAESCI PARI LMMWD 
FKKYYVSNFS KQLUDS I WHQP I FNLLS I GQS LYAKAKELDRVKE I QEQLFH I KKLLKTCRFANS ALKEFEQVPGHL.TDEL 
HLFSLEDLVRI KKGLLAPLLKDI LKASLAHVAGCELiCQGKGFICEFCQNTTVI FPFQTATCRRCSACRACFHKQCFQSSE 
C PRCARI TARRKLIjES V AS AAT 



<210> 11 
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<212> DNA 

<213> Homo sapiens 

<4O0> 11 

ll>Ly!452P, splice-2, FLJ21562, full-length CDNA 

ctttctgctgttaccgggagcgcggtggccacggaacgctgcccggagccgcgcgagggaggacccgacg 
cgcggcgtttacccagcgcagcgttccaccgctcgggtttggctggaatagctctccagacccccagctg 
gccatgtggtgagttcagggcccaaatcaagtagtaccagcaatcagggaactcctatctgttttgaatg 
gattcacaccagccacaagcctggaaagatggtgtcacaatctacagtcaggcaggattctcctgtggag 
ccctgggaagggatcagcgatcactctggcattattgatggttcgcccagactcctgaacactgaccatc 
ctccttgccaattagacatcaggctcatgaggcacaaagctgtctggattaacccccaggatgtgcagca 
acagccgcaggacttgcaatctcaggtgccagcagcagggaacagtgggacccattttgtgacagatgct 
gcctctccctcaggcccttcaccttcgtgcctcggggactccctggcagagacaacgttgtctgaggata 
ccacagactccgttggqagcgcttctccccatggctcgagtgaaaagagtagcagcttctctctgtcctc 
aacagaggtacacatggtccgcccaggatactctcatcgggtgtctctgcccacaagccctigggattttg 
gccacccccccatatcctgagactgacagtgctttittttgagccttcccatctgacatctgctgctgatg 
aaggtgctgttcaagtcagtagaagaaccatttcttcgaattccttctcaccagaggtatttgtgctgcc 
tgttgatgtagaaaaggaaaatgcccacttttatgttgcagatatgattatatcagcaatggagaaaatg 
aagtgtaacattctgagtcaacagcagacagagagctggagtaaagaagtcagtgggttacttgggagtg 
atcagcctgactctgaaatgacttttgataccaacataaagcaagagtctgggtcttctacttcttcata 
cagtggctatgaaggttgtgctgtgttacaggtcagcccagtgactgaaacacgtacttaccatgatgtg 
aaagagatttgcaaatgcgatgttgatgaatttgttattttagagcttggagattttaatgatatcacag 
aaacctgtagctgttcctgcagctcctctaagagtgtcacttatgagccagacttcaattctgcagaact 
attagccaaagagctgtaccgcgtgttccagaagtgctggatactgtcagtagttaattctcagctggca 
ggttccctgagtgcagctggctcgatagtcgtaaatgaagagtgtgtccgaaaagactttgaatccagta 
tgaatgtagtacaggaaattaaatttaagtctaggatcagagggactgaagactgggctcctcctagatt 
tcaaatcatatttaatattcatccaccactcaagagggaccttgtggtggcagcccagaattttttctgt 
gccggctgtggaactccagtagagcctaagtttgtgaagcggctccggtactgcgaatacctagggaagt 
atttctgtgactgctgccactcatatgcagagtcgtgcatccctgcccgaatcctgatgatgtgggactt 
caagaagtactacgtcagcaatttctccaaacagctgctcgacagcatatggcaccagcccattttcaat 
ttgctgagcatcggccaaagcctgtatgcgaaagccaaggagctggacagagtgaaggaaattcaggagc 
agctcttccatatcaagaagctgttgaagacctgtaggtttgctaacagctgtgtcaaggaaagggcttt 
atttgtgaattttgccagaatacgactgtcatcttcccatttcagacagcaacatgtagaagatgttcag 
cgtgcagggcttgctttcacaaacagtgcttccagtcctccgagtgcccccggtgtgcgaggatcacagc 
gaggagaaaacttctggaaagtgtggcctctgcagcaacatgatgcccctgagtactgtgaaaaagactg 
ttcaacatgccttatgataacaccgatttgtgtctattattggtgacattgttttagatattgggtattg 
tatattaaggaaaaagatggtctatattctctttattgcatatacttaatgtttcaaaagaatgcagatt 
ctgtgtttaagcacagggctgatagttgtggttttgtttacaaatgttctgttttggctgctattggttt 
tttaaagaggttttttatacttttgtatttgaatagttatgtttcactgatgctgagccagtttgtatgt 
gtgtgcatatatgtgaactgtaactgacaagatgaattactcagtttctctttctctaaagcttgtttga 
tgaaac tgg t tgg t cc 1 1 1 cag tgaacaaaaa t a t gaccccaaa 



<210> 12 

<212> PRT 

<213> Homo sapiens 

<400> 12 

12>Lyl452P, splice -form- 2 , FLJ21562, full-length protein 

MVSQSTVRQDS PVEPWEGI SDHSG 1 1 DGS PRLLNTDHPPCQLDI RLMRHKAVWINPQDVQQQPQDLiQSQV 
PAAGNSGTHFVTDAAS PSGPS PSCLGDS LAETTLS EDTTDS VGS AS PHGSS EKSSS FSLSSTEVHMVRPG 
YSHRVSLPTS PGI IATS P YPETDS AFFE PSHLTSAADEGAVQVSRRTI SSNS FS PEVFVLPVDVEKENAH 
FYVADMIISAMEKMKOTILSQQQTESWSKEVSGLLGSDQPDSEM^ 
QVSPVTETRTYHDVKEICKOTVDEFVILEIXTOFNDITETCSCS 

QKCWI LS WNSQLAGSLS AAGS I WNEECVRKDFESSMNWQE I KFKSRI RGTEDWAPPRFQ 1 1 FN I HPP 

LKRDLWAAQNFFCAGCGTPVEPKFVKRLRYCE YLGKYFCDCCHS YAESC I PARI LMMWDFKKYYVSNFS 

KQLLDSIWHQPIFNLLSIGQSLYAKAKEI^RVKEIQEQLFHIKKL^ 

SSSHFRCX3HVEDVQRAGLAFTNSASSPPSAPGVRGSQRGENFWKVWPLQQHDAPEYCT 

CVYYW 



<210> 13 

<212> DNA 

<213> Homo sapiens 



<400> 13 
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13>Lyl462P, 01d-SEQ-ID_6411, partial CONA 

ctggttcacgtgtggagctagttaatacgtcctgccaagatgggtaccagttgactggac 
atgcttatcagatgtgtcaagatgctgaaaatggaatttggttcaaaaagattccacttt 
gtaaagttatccactgcaccctccacca 



<210> 14 
<212> DNA 

<213> Homo sapiens 
<400> 14 

14>Lyl462P, Human Epstein-Barr virus complement receptor type II (cr2)_full -length 

ccagagctgccggacgctcgcgggtctcggaacgcatcccgccgcgggggcttcggccgtggcatgggcg 

ccgcgggcctgctcggggttttcttggctctcgtcgcaccgggggtcctcgggatttcttgtggctctcc 

tccgcctatcctaaatggccggattagttattattctacccccattgctgttggtaccgtgataaggtac 

agttgttcaggtaccttccgcctcattggagaaaaaagtctattatgcataactaaagacaaagtggatg 

gaacctgggataaacctgctcctaaatgtgaatatttcaataaatattcttcttgccctgagcccatagt 

accaggaggatacaaaattagaggctctacaccctacagacatggtgattctgtgacatttgcctgtaaa 

accaacttctccatgaacggaaacaagtctgtttggtgtcaagcaaataatatgtgggggccgacacgac 

taccaacctgtgtaagtgttttccctctcgagtgtccagcacttcctatgatccacaatggacatcacac 

aagtgagaatgttggctccattgctccaggattgtctgtgacttacagctgtgaatctggttacttgctt 

gttggagaaaagatcattaactgtttgtcttcgggaaaatggagtgctgtcccccccacatgtgaagagg 

cacgctgtaaatctctaggacgatttcccaatgggaaggtaaaggagcctccaattctccgggttggtgt 

aactgcaaactttttctgtgatgaagggtatcgactgcaaggcccaccttctagtcggtgtgtaattgct 

ggacagggagttgcttggaccaaaatgccagtatgtgaagaaattttttgcccatcacctccccctattc 

tcaatggaagacatataggcaactcactagcaaatgtctcatatggaagcatagtcacttacacttgtga 

cccggacccagaggaaggagtgaacttcatccttattggagagagcactctccgttgtacagttgatagt 

cagaagactgggacctggagtggccctgccccacgctgtgaactttctacttctgcggttcagtgtccac 

atccccagatcctaagaggccgaatggtatctgggcagaaagatcgatatacctataacgacactgtgat 

atttgcttgcatgtttggcttcaccttgaagggcagcaagcaaatccgatgcaatgcccaaggcacatgg 

gagccatctgcaccagtctgtgaaaaggaatgccaggcccctcctaacatcctcaatgggcaaaaggaag 

atagacacatggtccgctttgaccctggaacatctataaaatatagctgtaaccctggctatgtgctggt 

gggagaagaatccatacagtgtacctctgagggggtgtggacaccccctgtaccccaatgcaaagtggca 

gcgtgtgaagctacaggaaggcaactcttgacaaaaccccagcaccaatttgttagaccagatgtcaact 

cttcttgtggtgaagggtacaagttaagtgggagtgtttatcaggagtgtcaaggcacaattccttggtt 

tatggagattcgtctttgtaaagaaatcacctgcccaccaccccctgttatctacaatggggcacacacc 

gggagttccttagaagattttccatatggaaccacggtcacttacacatgtaaccctgggccagaaagag 

gagtggaattcagcctcattggagagagcaccatccgttgtacaagcaatgatcaagaaagaggcacctg 

gagtggccctgctcccctatgtaaactttccctccttgctgtccagtgctcacatgtccatattgcaaat 

ggatacaagatatctggcaaggaagccccatatttctacaatgacactgtgacattcaagtgttatagtg 

gatttactttgaagggcagtagtcagattcgttgcaaacgtgataacacctgggatcctgaaataccagt 

ttgtgaaaaaggctgccagccacctcctgggctccaccatggtcgtcatacaggtggaaatacggtcttc 

tttgtctctgggatgactgtagactacacttgtgaccctggctatttgcttgtgggaaacaaatccattc 

actgtatgccttcaggaaattggagtccttctgccccacggtgtgaagaaacatgccagcatgtgagaca 

gagtcttcaagaacttccagctggttcacgtgtggagctagttaatacgtcctgccaagatgggtaccag 

ttgactggacatgcttatcagatgtgtcaagatgctgaaaatggaatttggttcaaaaagattccacttt 

gtaaagttattcactgtcaccctccaccagtgattgtcaatgggaagcacacaggcatgatggcagaaaa 

ctttctatatggaaatgaagtctcttatgaatgtgaccaaggattctatctcctgggagagaaaaattgc 

agtgcagaagtgattctaaaggcatggatcttggagcgagccttcccacagtgcttacgatctctgtgcc 

ctaatccagaagtcaaacatgggtacaagctcaataaaacacattctgcatattcccacaatgacatagt 

gtatgttgactgcaatcctggcttcatcatgaatggtagtcgcgtgattaggtgtcatactgataacaca 

tgggtgccaggtgtgccaacttgtatcaaaaaagccttcatagggtgtccacctccgcctaagaccccta 

acgggaaccatactggtggaaacatagctcgattttctcctggaatgtcaatcctgtacagctgtgacca 

aggctacctggtggtgggagagccactccttctttgcacacatgagggaacctggagccaacctgcccct 

cattgtaaagaggtaaactgtagctcaccagcagatatggatggaatccagaaagggctggaaccaagga 

aaatgtatcagtatggagctgttgtaactctggagtgtgaagatgggtatatgctggaaggcagtcccca 

gagccagtgccaatcggatcaccaatggaaccctcccctggcggtttgcagatcccgttcacttgctcct 

gtcctttgtggtattgctgcaggtttgatacttcttaccttcttgattgtcattaccttatacgtgatat 

caaaacacagagaacgcaattattatacagatacaagccagaaagaagcttttcatttagaagcacgaga 

agtatattctgttgatccatacaacccagccagctgatcagaagacaaaactggtgtgtgcctcattgct 

tggaattcagcggaatattgattagaaagaaactgctctaatatcagcaagtctctttatatggcctcaa 

gatcaatgaaatgatgtcataagcgatcacttcctatatgcacttattctcaagaagaacatctttatgg 

taaagatgggagcccagtttcactgccatatactcttcaaggactttctgaagcctcacttatgagatgc 

ctgaagccaggccatggctataaacattacatggctctaaaagttttgccctttttaaggaggcactaaa 

aagagctgtcctggtatctagacccatcttctttttgaaatcacatactcatgttactatctgcttttgg 

ttataatgtgtttttaattatctaaagtatgaagcattttctggggttatgatggccttacttttattag 
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gaagtatggttttattttgatagtagcttccttcctcggtggtgttaatcatttcgtttttaccctttac 
cttcggatttgagtttctctcacattactgtatatactttgccttccataatcactcagtgattgcaatt 
tgcacaagtttttttaaattatgggaatcaagatttaatcctagagatttggtgtacaattcaggctttg 
gatgtttctttagcagttttgtgataagttctagttgcttgtaaaatttcacttaataatgtgtacatta 
gtcattcaataaattgtaattgtaaagaaaacat 

<210> 15 
<212> PRT 
<213> Homo sapiens 

<400> 15 

l5>Lyl462P, CR2 / CD2 1 / C3 d/ Epstein- Bar r virus receptor, full-length 
MGAAGLLOTFlJ^VAPGVUnsCGSPPPII^ 

VDGTWDKPAPKCEYFNKYSS CPE P I VPGGYKI RGSTP YRHGDSVTFACKTNFSMNGNKS VWCQANNMWGP 
TRLPTCVSVFPLECPALPMIHNGHHTSENVGS I APGLSVTYSCESGYLLVGEKI INCLSSGKWSAVPPTC 
EEARCKS LGRFPNGKVKE PP I LRVGVTANFFCDEGYRIjQGPPSSRCVI AGCX5VAWTKMPVCEE I FCPS PP 
PILNGRHIGNSLANVS YGS I VTYTCDPDPEEGVNFI I#IGESTLRCTVDSQKTGTWSGPAPRCELSTSAVQ 
CPHPQIIJIGRMVSGQKDRYTYNDTVIFACMFGFTLKGS^ 

KEDRHMVRFDPGTS I KYSCNPGYVLVGEES IQCTSEGVWTPPVPQCKVAACEATGRQLLTKPQHQFVRPD 
VNSSCGEGYKLSGSV^QECOGTIPWFMEIRIjCKEITCPPPPVIYNGAHTC 

ERGVEFSLIGESTI RCTSNDQERGTWSGPAPLCKLSLIiAVQCSHVHI ANGYKI SGKEAP YFYNDTVTFKC 
YSGFTLKGSSQI RCKADNTWDPE I PVCEKETC^HVliQSIiQELPAGSRVELVNTSCQDGYQLTGHAYQMCQ 
DAENGIWFKKIPIXKVIHCHPPPVIWGKHTGMMAENF^ 
SWSGPSPQC^J^PPVTRCPNPEVKHGYKLNKTHSAYSHNDIVY^^ 

PT04KKAFIGCPPPPKTPNGNHTGGNI ARFS PGMS I LYSCDQGYLLVGEAI^IiCTHEGTWSQPAPHCKEV 
NCSSPADMIX3IQKGLEPRKmQYGAVAn , LECEIX3YMLEGSPQSQCQSDHQWNPPIiA 
AAGLILLTFLIVITLYVISKHRERNYYTDTSQKEAFHLEAREVYSVDPYNPAS 



<210> 16 

<212> DNA 

<213> Homo sapiens 

<400> 16 

16>Lyl484P, Old-SEQ-ID_10493, partial CDNA 

ctgggcaanaccaagtcacagtttccagcgtgctgctcagccctccgagtgtgtgtgctc 
atccttttcatagaagtcccatmkgscatggagagggttgggctgcaragctgwgattgc 
cagaggcccttccttgagaactgtggggaaggaggccctgggggtttcttctgtaggcag 
agctcaggccccagtcacctctgccaccctcagcctggcactgttgtgccagagcctctg 
ctgcctctctcttcctacccatctgcagaccagcagaatattetccccctctcatcacca 
accaggagtttggtgtggtttctggacacggccagagcagtcactgcggggctggttttg 
ctgggcttccctgtcaaagcaatgctaacgtccagctctcgactcaaggccaggttcttc 
tcccacttgtggcctcttgggcttggaggctgagccaggggctcctctcctgctggccgt 
ccaggaacagacatcttcacatcctcagtcttccaaacccggaccatgccgtcttgactc 
ccggtgatgatgatctggcttgtgtcccatgctgggccctccatcaggcagcaacaggtt 
atggctccttctgggccccaggctgtggtgatgctgg 



<210> 17 

<212> DNA 

<213> Homo sapiens 

<400> 17 

17>Lyl484P, KIAA1607, full-length cDNA 

agcgagacttccagtccgaggtcctgctttctgctatggaactattccacatgacaagtg 
gaggtgatgcagcgatgttcagagacggcaaagagcctcagccaagtgcagaagctgctg 
ctgccccttctcttgccaacatctcctgcttcacccagaagctggtggagaagctgtaca 
gtgggatgttctcggcagaccccaggcatatcctcctcttcatcctggagcacatcatgg 
tggtcattgagactgcctcttctcaaagggacactgtcctcagcactttatacagcagtt 
taaataaag teat tctttattgcctatccaagccccagcagtccctctccgaatgcc teg 
gccttctcagcatcctgggctttctgcaggagcactgggatgttgtctttgccacctaca 
attccaacatcagcttcctcctgtgtctcatgcattgccttttgctactcaatgagagaa 
gttacccagaaggatttggattggagcccaagcctagaatgtctacttatcatcaagtct 
tcctttccccaaatgaagacgtgaaagaaaaaagagaagacttaccaagtttgagtgatg 
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tccaacacaacatccagaagacagtgcagactctctggcagcagctggtggcacaaaggc 

agcagaccctggaggatgccttcaagatcgatctctctgtgaaacctggagagagggaag 

tgaagattgaagaggtcacaccgctctgggaggagacgatgctcaaggcctggcagcatt 

acttagcatctgagaagaagtcactggcaagtcgttcaaatgttgcacaccacagcaaag 

tcactttgtggagtggaagcctgtcctcagccatgaagctgatgcccgggcggcaggcca 

aggaccctgagtgcaagacagaggattttgtgtcatgtatagagaactacagaagaagag 

gacaagagctatatgcatctttatacaaagaccatgtgcaaaggcgaaaatgtggcaaca 

t caagg cagcc aa cgc c t gggccagga t ccaggagcagc 1 1 1 1 tggggagc tgggc t tg t 

ggagccagggggaagaaaccaagccctgttccccatgggaactcgactggagagaaggac 

cagctcgaatgaggaaacgcatcaaacgcttgtctcctttggaggccctgagctcaggaa 

ggcacaaggaaagccaagacaaaaatgatcatatttctcaaacaaatgctgaaaaccaag 

atgaactgacactgagggaggctgagggcgagccggacgaggtgggggtggactgcaccc 

agctgaccttcttcccagccttacacgaaagtctgcactcagaagacttcttggaactgt 

gtcgggaaagacaagttattttacaagagcttcttgataaagaaaaggtgacgcagaagt 

tctccctggtgattgtgcagggccacctggtgtcagaaggggtcctgctttttggccacc 

aacacttctacatctgcgagaacttcacactgtctcccacgggtgatgtctactgtaccc 

gtcactgcttatccaacatcagcgatccgttcattttcaacctgtgcagcaaagacaggt 

ccactgaccattactcgtgccagtgccacagctacgctgacatgcgggagctacggcagg 

ctcgcttcctcctgcaggacatcgccctggagatcttcttccacaatggatattccaagt 

ttcttgtcttctacaacaatgatcggagtaaggcctttaaaagcttctgctctttccaac 

ccagcctgaaggggaaagccacctcggaggacaccctcaatctaaggagataccccggct 

ctgacaggatcatgctgcagaagtggcagaaaagggacatcagcaattttgagtatctca 

tgtacctcaacaccgcggctgggagaacctgcaatgactacatgcagtacccagtgttcc 

cctgggtcctcgcagactacacctcagagacattgaacttggcaaatccgaagattttcc 

gggatctttcaaagcccatgggggctcagaccaaggaaaggaagctgaaatttatccaga 

ggtttaaagaagttgagaaaactgaaggagacatgactgtccagtgccactactacaccc 

actactcctcggccatcatcgtggcctcctacctggtccggatgccacccttcacccagg 

ccttctgcgctctgcagggcggaagcttcgacgtggcagacagaatgttccacagtgtga 

agagcacgtgggagtcggcctccagagagaacatgagtgacgtcagggagctgaccccag 

agttcttctacctgcctgagttcttaaccaactgcaacggggtagagttcggctgcatgc 

aggacgggactgtgctaggagacgtgcagctccctccctgggctgatggggaccctcgga 

aattcatcagcctgcacagaaaggccctggaaagtgactttgtcagtgccaacctccacc 

attggatagaccttatttttgggtacaagcagcaggggccagccgcagtggatgctgtta 

atatcttccacccctacttctacggtgacagaatggacctcagcagcatcactgaccccc 

tcatcaaaagcaccatcctggggtttgtcagcaactttggacaggtgcccaaacagctct 

ttaccaaacctcacccagccaggactgcagcagggaagcctctgcctggaaaggatgtct 

ccacccccgtgagcctgcctggccacccacagccctttttctacagcctgcagtcgctga 

ggccctcccaggtcacggtcaaagatatgtacctcttttctctaggctcagagtccccca 

aaggggccattggccacattgtctctactgagaagaccattctggctgtagagaggaaca 

aagtgctgctgcctcctctctggaacaggaccttcagctggggctttgatgacttcagct 

gctgcttggggagctacggctccgacaaggtcctgatgacattcgagaacctggctgcct 

ggggccgctgtctgtgcgccgtgtgcccatccccaacaacgattgtcacctctgggacca 

gcactgtggtgtgtgtgtgggagctcagcatgaccaaaggccgcccgaggggcttgcgcc 

tccggcaggccttgtatggacacacacaggctgtcacgtgcctggcagcgtcagtcacct 

tcagcctcctggtgagcggctcccaggactgcacctgtatcctgtgggatctggaccacc 

tcacccacgtgacccgcctgcccgcccatcgggaaggcatctcagccatcaccatcagtg 

acgtctcaggcaccattgtctcctgtgcgggagcacacttgtccctgtggaatgtcaatg 

gacagcccctggccagcatcaccacagcctggggcccagaaggagccataacctgttgct 

gcctgatggagggcccagcatgggacacaagccagatcatcatcaccgggagtcaagacg 

gcatggtccgggtttggaagactgaggatgtgaagatgtctgttcctggacggccagcag 

gagaggagcccctggctcagcctccaagcccaagaggccacaagtgggagaagaacctgg 

ccttgagccgagagctggacgttagcattgctttgacagggaagcccagcaaaaccagcc 

ccgcagtgactgctctggccgtgtccagaaaccacaccaaactcctggttggtgatgaga 

gggggagaatattctgctggtctgcagatgggtaggaagagagaggcagcagaggctctg 

gcacaacagtgccaggctgagggtggcagaggtgactggggcctgagctctgcctacaga 

agaaacccccagggcctccttccccacagttctcaaggaagggcctctggcaatcacagc 

tctgcagcccaaccctctccatggccgatgggacttctatgaaaaggatgagcacacaca 

ctcggagggctgagcagcacgctggaaactgtgacttggtgatgcccagctgcacacgaa 

attacacatgactcaccttattaagggctattgcactgaaaaaaaaaaaaagatgggtcg 

cttactggaaattattgtattgtctttattttattaaagcaactatgtttt 

<210> 18 
<212> PRT 

<213> Homo sapiens 
<400> 18 

18>I,yl484P, KIAA1607, full-length protein 
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MN I SS RDNAMPVFLLRNCAGHLSGS LRT I GAVAVGQLGVRVFHS S PAAS SLDFI GGPAI LLGL I S LATDD 
HTMYAAVKV^SVLTSNAMCDFLMQHICXSYQlMAFlilJU^ 

TGVFOHILCKFELWMOTADNIiELSliFSHI/liEILQSPREGPRNAEAAHQAQLI PKLI FLFNEPSLI PSKI P 
TI IGI LACQLRGHFSTQDLLRIGLFWYTLKPSSVNERQI CMDGALDPS LPAGSQTSGKTI WLRNQLLEM 
LLSVISS PQLHI^SESKEEMFLKLGPDWFLLLLQGH^ 

WVERSTEGVDI VMDNLKSQS PLPEQS PCLLPGFRVLNDFLAHHVHI PEVYLI VSTFFLQTPLTELMDGPK 
DS LDAMIiQWLLQRHHQE EVLQ AGLCTEGALLLLEMLKATMSQ PLAGS EDGAWAQT FP AS VLQ FLS LVHRT 
YPQDPAWRAPEFLQTLAIAAFPLGAQKGVGAESTRNTSSPE^ 

QLLLRELLLGASS PKQWLPLE VLLEAS PDHATSQQKRDFQSEVLLSAMELFHMTSGGDAAMFRDGKEPQP 
SAEAAAAPSLANISCPTQKLVEKLYSGMFSADPRHII^FILEHIMWIETASSQRDTVLSTL 
LYCLSKPQQSLSECLGLLS ILGFLQEHWDWFATYNSNI S FUUCLMHCLLLLNERSYPEGFGLEPKPRMS 
TYHQVFLS PNEDVKE KREDL PS LSDVQHNI QKTVQTLWQQIjVAQRQQTLEDAFKI DLSVKPGEREVKI EE 
VTPMreETMLKAWQHYLASEKKSLASRSNVAHHSKVTL^ 
ITCRRRGQELYASLYKDHVQRRKCX3NIKAANAW 

KRIKRLSPLEALSSGRHKESQDKNDHISQTNAENQDELTLREAEGEPD^ 

DFLELCRERQV I LQELLDKEKVTQKFSLVI VQGHLVSEGVLLiFGHQHFYI CENFTLS PTGDVYCTRHCLS 
N I S DP FI FNI»CS KDRS TDHYS CQCHS YADMRE LRQARFULiQD I ALE I F FHNG YS KFL VFYNNDRS KAF KS 
FCS PQPSLKGKATSEDTLNLRRYPGSDRIMIiQKWQKRDI SNFEYl^lYLNTAAGRTCNDYMQYPVFPWVIiA 
DYTSETLNLANPKI FRDLSKPMGAQTKERKLKFIQRFKEVEKTEGDMTVQCHYYTHYSSAI I VAS YLVRM 
PPFTQAFCytfiQGGSFDVADRMFHSVKSTWESASRENMSDVREL^ 

LGDVQLPPWADGDPRKFI SLHRKALESDFVSANLHHWI DLI FGYKQQGPAAVDAVNI FHPYFYGDRMDLS 
SITDPLIKSTILGFVSNFGQVPKQLFTKPHPARTAAGKPLPGKDVSTPVSLPGHPQPFFYSLQSLRPSQV 
TVKIM^FSLGSESPKGAIGHIVSTEKTILAVERNKVLLPPLWNRTFSWGFDDFSCCtjGSYGSDKS 



<210> 19 

<212> DNA 

<213> Homo sapiens 



19>Lyl486P, Old-SEQ- ID_S058 , partial cDNA 

ctgcccttccatgtcgtcacaggcataccgggcgtggacccactgcttggtgcccttgcc 
gaagtagtagcacttccgttggaaattgatccacttttcagggcacgtgttgcacacaaa 
gccgctggacacctgcaactccatccttagctttgtcacctcctcccggagtctttccag 
caaatctgaagcttcgttcctctcgttcaattcctgggacttgaagctgctcagatctgc 
ttgaagcccgttcaggttccaggacagctccaagtcctgagatttcaatctctgctgttc 
agctcgaagttcctccagttcctgtgaaatctgcgtggactgggatttctgcgccatctg 
gtcaccgtggtggctttccaagttcttggaaacttgagagacgttccgggcagccctctc 
ttccag 

<210> 20 

<212> DNA 

<213> Homo sapiens 

<400> 20 

20>Lyl486P, Fc fragment of IgE, low affinity II, receptor for (CD23A) , full-length 

ggcacgaggctgcttaaacctctgtctctgacggtccctgccaatcgctctggtcgaccccaacacacta 

ggaggacagacacaggctccaaactccactaaccagagctgtgattgtgcccgctgagtggactgcgttg 

tcagggagtgagtgctccatcatcgggagaatccaagcaggaccgccatggaggaaggtcaatattcaga 

gatcgaggagcttcccaggaggcggtgttgcaggcgtgggactcagatcgtgctgctggggctggtgacc 

gccgctctgtgggctgggctgctgactctgcttctcctgtggcactgggacaccacacagagtctaaaac 

agctggaagagagggctgcccggaacgtctctcaagtttccaagaacttggaaagccaccacggtgacca 

gatggcgcagaaatcccagtccacgcagatttcacaggaactggaggaacttcgagctgaacagcagaga 

ttgaaatctcaggacttggagctgtcctggaacctgaacgggcttcaagcagatctgagcagcttcaagt 

cccaggaattgaacgagaggaacgaagcttcagatttgctggaaagactccgggaggaggtgacaaagct 

aaggatggagttgcaggtgtccagcggctttgtgtgcaacacgtgccctgaaaagtggatcaatttccaa 

cggaagtgctactacttcggcaagggcaccaagcagtgggtccacgcccggtatgcctgtgacgacatgg 

aagggcagctggtcagcatccacagcecggaggagcaggacttcctgaccaagcatgccagccacaccgg 

ctcctggattggccttcggaacttggacctgaagggggagtttatctgggtggatgggagccacgtggac 

tacagcaactgggctccaggggagcccaccagccggagccagggcgaggactgcgtgatgatgcggggct 

ccggtcgctggaacgacgccttctgcgaccgtaagctgggcgcctgggtgtgcgaccggctggccacatg 

cacgccgccagccagcgaaggttccgcggagtccatgggacctgattcaagaccagaccctgacggccgc 

ctgcccaccccctctgcccctctccactcttgagcatggatacagccaggcccagagcaagaccctgaag 

acccccaaccacggcctaaaagcctctttgtggctgaaaggtccctgtgacattttctgccacccaaacg 

gaggcagctgacacatctcccgctcctctatggcccctgccttcccaggagtacaccccaacagcaccct 

ctccagatgggagtgcccccaacagcaccctctccagatgagagtacaccccaacagcaccctctccaga 



<400> 19 
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tgagagtacaccccaacagcaccctctccagatgagagtacaccccaacagcaccctctccagatgcagc 
cccatctcctcagcaccccaggacctgagtatccccagctcaggtggtgagtcctcctgtccagcctgca 
tcaataaaatggggcagtgatggcctccc 

<210> 21 

<212> PRT 

<213> Homo sapiens 

<400> 21 

21>Lyl486P, Fc fragment of IgE, low affinity II, receptor for <CD23A)_full-length 
ME EGQY S E I E ELPRRRCCRRGTQ I VLLGLVTAALW AGLLTI^LLWHWDTTQS LKQ LE ERAARNVS Q VS KN 
LESHHGDQMAQKSQSTQISQELEELRAEQQRLKSQDLELSWN^ 
IJIEEVTKLRMELQVSSGFVCNTCPEKWINFQRKC^FGKGTK^ 

TKHASHTGSWIGIjRNIjDLKGE FI WVDGSHVDYSNWAFK3E PTSRSQGEDCVMMRGSGRWNDAFCDRKLGAW 
VCDRIiATCTPPASEGSAESMGPDSRPDPDGRLPTPSAPLHS 



<210> 22 

<212> DNA 

<213> Homo sapiens 

<400> 22 

22>Lyl677P, novel, partial, cDNA 

atcagcacgaatacattcacgtccaacaacacatcaactaccaacaccatcaccacgagcacattcatgcccaacaacac 
atcaaccaccaacacctttgccacaaacacattcatgtctaacaacacatcaattaccaacaccagcgccacgaacacat 
tcacgtccatcaacacatcaaccaccaacaccatcagcacgagcacattcacatccaataacacatcaactaccaacacc 
agcaccatgaacacattcatgcccaacaacacgtaaacccctaacactgtcaccacaaacaccttacagccagcagaacg 
ccagtcactaacaccatcgccatcagcacttcgtggttagcaacacctcagctgacgccaatgtcaccacaaacacctca 
tggccagaagcagctcaaccaccaacaccgttattataaatacattcttgaccatcaatgcttcaactgctgacaccatt 
accataaatacatccatggccagcaatacttcaatcaccaacaccatgaccagcagcacgtcagcggccatcactgtcac 
cacaaacaccttcatatccaataacacttcaaccaccatcatcaccacaaacacctcatagccaacagtgcctcagccac 
caaccccatcatgacaaacacctcatggccagcagcacttcaaccaccaacaaacccctccaaggtcagcaacaccttca 
tcaccgacatcattaacagaggtacccaccaccagcagcagcttatctccaccacccacaccacagccaacaccatcttt 
accaaccacaccagccgtgtcttcatcactggcaccgacagcaaaaccagtgctgtggccaggtccaccagcgattactt 
tccccaagcaccatccctaccaacagccctggtcatcatcactggcagaacccgccaaaccagcactcctagccaatgtc 
tgggaaattgngatnattttcttccagtgggaggctntggtcaggagagccaatgggattgcaagactaggtcccacaat 
ccctcaatatggtctctttntccccttccccccacc 

<210> 23 

<212> DNA 

<213> Homo sapiens 

<400> 23 

23>Iiyl682P, novel, partial cDNA 

aggtacgcggggacgttcaacgacttactggggagagaaagaaaaggaacgggagctgag 
agctgggagtggagtatgaagaccaaggaattctcttaaagacctgagcagttatctgga 
actcctcacaaaatcacagtaatggatattatttcccagttcctactctacactgggcat 
agatgttatggacatcttctgagtcccacaacacccctgcaaggcagatatgatacactc 
ctttcacctatggagaacggaggctcaaagaggctaggtgaccctcaggaaacacagatg 
agaggtccccgcccagtctgcccagctctgaaatcttccatgccaactcccttagggcga 
tcctgagtctagcctgtacaggcagttcatgtggttgtatttgaataaaatccctttcct 
ccagaataaaaaaaaaaaaataaaaaaaaaaatgaaaaattgaaagggaaaaaaaa 

<210> 24 

<212> DNA 

<213> Homo sapiens 

<400> 24 

24>Lyl693P, Old-SEQ-ID_26ll, partial cDNA 

ccaccaacagtcagaggccaaggaagctgttggctgaaaaggtggtctatgttggcgtct 
ggatccctgccctcctgctgactattcccgacttcatctttgccaacgtcagtgaggcag 
atgacagatatatctgtgaccgcttctaccccaatgacttgtgggtggttgtgttccagt 
ttcagcacatcatggttggccttatcctgcctggtattgtcatcctgtcctgctattgca 



10/49 



WO 03/062401 




ttatcatctccaagctgtcacactccaagggccaccagaagc^aaggccctcaagacca 

cagtcatcctcatcctggctttcttcgcctgttggctgccttactacattgggatcagca 

tcgactccttcatcctcctggaaatcatcaagcaagggtgtgagtttgagaacactgtgc 
a 

<210> 25 

<212> DNA 

<213> Homo sapiens 

<400> 25 

25>Lyl693P, CXCR4 , full-length CDNA 

caattctgaatcctgccttttgcacttaatgtttcataagtatttccccatgtcactaaa 

aattcttccaaataacattcacgatgtccatatggaatttcagatgtggatgaaccaaaa 

tcttgtcaactattccactaacagtggttatttagggatgttcagacatttcactattta 

aaaaaaaatgtttccacaaatacctttgtggcataagtttttatgagtggagttactgtt 

ctgaagttcctgctgaatagaaaatgctttccagtgaggctgtcccaagccacattccca 

tcagtgacaagcgagagacagctggtcttttcaaatccggagaccaaatattatctttga 

aaaaaaatggatttttgcctaatttggtagtcaccaaatagcatctcattgttcttttaa 

ttatctgcttccttttagtagagatccctaaaaagatctgaaaggagtcttcagataaag 

gaaggagctttcttttgtctgtctacaatcaacaaatatttattatgcaaaccattttgc 

tccgagttttctcctctttccctttttggacagatttgggagatctcacctttcaggttt 

tagacatcgtgcagggaggagttttgaggtagggtgcagcttacggtccaggataaaaca 

tactgattctgccactaccaggctttgtgaaaagcaagtcatgaaaacgctctgaaattc 

tagaccttcagtagataggatctaccgtgtctataaaaatatgaagatccttaagtttta 

ttaaagattcgaaaaaagtaaaagtgtttttacggttttattttcatttttatttcttac 

cgttatcgtttattataaaggatattataaaggatacagatgaagagatacgtaatgcaa 

ggcctgtgagaaggggcgtggagcttccgaaacctcttccagccaccaccctccaagaac 

ctggagtttctttttttttttttaattctacaaatgtaatattagaattgattttatctg 

gccattagtgtgtgtcctaactcgttcgtttctgagagtcccatctcccggcccgggata 

tcatctttcctgtgtcagtgaaagtgcagagtagatgagaacctttaaccaccaacatta 

gggaggggtcccagacaaagggggtaagtcatgctctgtagagaaaaggttccctgcctc 

cgaactacctctggaacactccagtaaatgtttcctcttttgatatagaaaagagggatc 

gtgtgtagagtgcagtctgggcaatccctctcctcgggaccatttcggggtaggggcctc 

tggggtccgtgtcgcgacgcacgcgcctcggtcccagctatctccgcagcgggccacccc 

gcctgcggacgcagtttctcggccccgccccacactcgctcccccgccccacccagtctc 

cgcgccggagggaagtggcgcgagggggaaagcactgtctgcgcgcccactgcaaacctc 

agccagtctgagatcgctttaaacgtctgacccccacccccactccgccccgcccagttc 

ttcaacctaatttctgattcgtgccaaagcttgtcctctgctcaaaatcgtggaagacgc 

cgagtatggggaccgaagacctgggttcaagcccggcttggaatccctgcccatccctgg 

catttcatctctccgggctcatttgctggtttctccgaatgcgggccttgtctggttcac 

gctggatccccaacgcctagaacagtgcgtggcacgcagttcgtccttctataaatatcg 

gactaaatgcatctctgtgatggtaatacccacacggtgttgtgagaatgaatgagtgat 

tctgtgcaagttcctagtgatctgttacaaaaagtactggtcgctaaattactcttataa 

taaagcatacttttaggataataaagcactattcgcgaactggttaccgctattatgaaa 

ttactgagcaatacatatctacatctgatcagtctccagaattatgccaaatcctacctt 

cttctgaaagtatctcctaattatctgcacctgaccctagtgatgctgtgaatgtgcaag 

tatagctacatcctccgaaggaaaggatctttactccttttacctcctgaatgggctgcg 

tctgctgaaagcgcgggggaatgggcggttggaagcttggccctacttccagcattgccg 

cctactggttgggttactccagcaagtcactccccttccctgggcctcagtgtctctact 

gtagcattcccaggtctggaattccatccactttagcaaggatggacgcgccacagagag 

acgcgttcctagcccgcgcttcccacctgtcttcaggcgcatcccgcttccctcaaactt 

aggaaatgcctctgggaggtcctgtccggctccggactcactaccgaccacccgcaaaca 

gcagggtcccctgggcttcccaagccgcgcacctctccgccccgcccctgcgccctcctt 

cctcgcgtctgcccctctcccccaccccgccttctccctccccgccccagcggcgcatgc 

gccgcgctcggagcgtgtttttataaaagtccggccgcggccagaaacttcagtttgttg 

gctgcggcagcaggtagcaaagtgacgccgagggcctgagtgctccagtagccaccgcat 

ctggagaaccagcggttaccatggaggggatcagtgtaagtccagtttcaacctgctttg 

tcataaatgtacaaacgtttgaacttagagcgcagcccctctccgagcgggcagaagcgg 

ccaggacattggaggtacccgtactccaaaaaagggtcaccgaaaggagttttcttgacc 

atgcctatatagtgcgggtgggtggggggggagcaggattggaatctttttctctgtgag 

tcgaggagaaacgactggaaagagcgttccagtggctgcatgtgtctcccccttgagtcc 

cgccgcgcgcggcggcttgcacgctgtttgcaaacgtaagaacattctgtgcacaagtgc 

agagaaggcgtgcgcgctgcctcgggactcagaccaccggtctcttccttggggaagcgg 

ggatgtcttggagcgagttacattgtctgaatttagaggcggagggcggcgtgcctgggc 

tgagttcccaggaggagattgcgcccgctttaacttcggggttaagcgcctggtgactgt 

tcttgacactgggtgcgtgtttgttaaactctgtgcggccgacggagctgtgccagtctc 

ccagcacagtaggcagagggcgggagaggcgggtggacccaccgcgccgatcctctgagg 
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ggatcgagtggtggcagcagctaggagttgatccgcccgcgcgctttgggtttgaggggg 
aaaccttcccgccgtccgaagcgcgcctcttccccacggccgcgagtgggtcctgcagtt 
cgagagtttggggtcgtgcagaggtcagcggagtggtttgacctcccctttgacaccgcg 
cagctgccagccctgagatttgcgctccggggataggagcgggtacggggtgaggggcgg 
gggcggttaagaccgcacctgggctgccaggtcgccgccgcgaagactggcaggtgcaag 
tggggaaaccgtttggctctctccgagtccagttgtgatgtttaaccgtcggtggtttcc 
agaaaccttttgaaaccctcttgctagggagtttttggtttcctgcagcggcgcgcaatt 
caaagacgctcgcggcggagccgcccagtcgctccccagcaccctgtgggacagagcctg 
gcgtgtcgcccagcggagcccctgcagcgctgcttgcgggcggttggcgtgggtgtagtg 
ggcagccgcggcggcccggggctggacgacccggccccccgcgtgcccaccgcctggagg 
cttccagctgcccacctccggccgggttaactggatcagtggcggggtaatgggaaacca 
cccgggagagtgaggaaatgaaacttggggcgaggaccacgggtgcagaccccgttacct 
tctccacccaggaaaatgccccgctccctaacgtcccaaacgcgccaagtgataaacacg 
aggatggcaagagacccacacaccggaggagcgcccgcttgggggaggaggtgccgtttg 
ttcattttctgacactcccgcccaatataccccaagcaccgaagggccttcgttttaaga 
ccgcattctctttacccactacaagttgcttgaagcccagaatggtttgtatttaggcag 
gcgtgggaaaattaagtttttgcgccttaggagaatgagtctttgcaacgcccccgccct 
ccccccgtgatcctcccttctcccctcttccctccctgggcgaaaaacttcttacaaaaa 
gttaatcactgcccctcctagcagcacccaccccaccccccacgccgcctgggagtggcc 
tctttgtgtgtattttttttttcctcctaaggaaggttttttttcttccctctagtgggc 
ggggcagaggagttagccaagatgtgactttgaaaccctcagcgtctcagtgcccttttg 
ttctaaacaaagaattttgtaattggttctaccaaagaaggatataatgaagtcactatg 
ggaaaagatggggaggagagttgtaggattctacattaattctcttgtgcccttagccca 
ctacttcagaatttcctgaagaaagcaagcctgaattggttttttaaattgctttaaaaa 
atttttttaactgggttaatgcttgctgaattggaagtgaatgtccattcctttgcctct 
tttgcagatatacacttcagataactacaccgaggaaatgggctcaggggactatgactc 
catgaaggaaccctgtttccgtgaagaaaatgctaatttcaataaaatcttcctgcccac 
catctactccatcatcttcttaactggcattgtgggcaatggattggtcatcctggtcat 
gggttaccagaagaaactgagaagcatgacggacaagtacaggctgcacctgtcagtggc 
cgacctcctctttgtcatcacgcttcccttctgggcagttgatgccgtggcaaactggta 
c 1 1 tgggaac 1 1 cc t a tgcaaggcag t cca t g tea 1 1 tacacag t caacc t c t acagcag 
tgtcctcatcctggccttcatcagtctggaccgctacctggccatcgtccacgccaccaa 
cagtcagaggccaaggaagctgttggctgaaaaggtggtctatgttggcgtctggatccc 
tgccctcctgctgactattcccgacttcatctttgccaacgtcagtgaggcagatgacag 
a ta t a tc tg tgacege t tc taccccaatgact tg tggg tgg t tg tgt tccag 1 1 tcagca 
catcatggttggccttatcctgcctggtattgtcatcctgtcctgctattgcattatcat 
ctccaagctgtcacactccaagggccaccagaagcgcaaggccctcaagaccacagtcat 
cctcatcctggctttcttcgcctgttggctgccttactacattgggatcagcatcgactc 
cttcatcctcctggaaatcatcaagcaagggtgtgagtttgagaacactgtgcacaagtg 
gatttccatcaccgaggccctagctttcttccactgttgtctgaaccccatcctctatgc 
1 1 1 cc t tggagccaaa 1 1 1 aaaacc t c tgcccagcacgcac tcacc t c t g tgagcagagg 
gtccagcctcaagatcctctccaaaggaaagcgaggtggacattcatctgtttccactga 
gtctgagtcttcaagttttcactccagctaacacagatgtaaaagacttttttttatacg 
ataaataacttttttttaagttacacatttttcagatataaaagactgaccaatattgta 
cagtttttattgcttgttggatttttgtcttgtgtttctttagtttttgtgaagtttaat 
tgacttatttatataaattttttttgtttcatattgatgtgtgtctaggcaggacctgtg 
gccaagttcttagttgctgtatgtctcgtggtaggactgtagaaaagggaactgaacatt 
ccagagcgtgtagtgaatcacgtaaagctagaaatgatccceagctgtttatgcatagat 
aatctctccattcccgtggaacgtttttcctgttcttaagacgtgattttgctgtagaag 
atggcacttataaccaaagcccaaagtggtatagaaatgctggtttttcagttttcagga 
gtgggttgatttcagcacctacagtgtacagtcttgtattaagttgttaataaaagtaca 
tgttaaacttacttagtgttatgttctgatttctgttgacattcttttggctagtagaag 
acaaaagtaatacatttatggtatgcaaagcactatcctaggtatttcattgtaatattt 
tacttaccccttatcacaactctgatagattctgcttctgttactaattacattttatag 
aagaggaaacggaggcacagaaagcctaagtaacttggttaaaggcatgtagtaagtatc 
aaatcctgtattttaaaccaggtaacatgacttaacgaatctgaagccttcaccacttta 
aattcaaatggaagtttagaaatggccagccagcacctatttgtatgaaaggtcatcttt 
cagaggataagcatgtataaagaagaaaaggtatgcagtcgtgtttggattttactccac 
catccacttgtgaaacccaggtctgtgcaatgccagacggtgtgtgctttcctcatccag 
tatcctcagtgtagataaccatcactcccttttcacagacaagagaactgagattcagag 
actttccatacattgcactttcaagggggcaaagccaagaactaattctgtttattgttc 
cagctcttgctcttaactcttacctactattgcccttcagaacacctgggcataagtcaa 
ctgaactgctaataaagaaagccaaaagtgaatgttttcttcataaaattaaccatgacc 
aaaatactcctcttgtaatatcttctatgcaaatctcaacacttttattcttaaactatc 
gcaacacctagcacctcctcaaggactcagccaagcagctacaagttaatactgatattt 
gttagagtcagaaggaaggtccactgaagcaagctccctgttgctcacattttgcacaag 
attttggagacttatgtaaccacccgttgctattaacacgaccattgtgcaagccccagg 
ctcttgagtaaatttcagctttggtttctatttaaagataatttctaaactctagccata 
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cctacctcacattggaacacaaacagggtacactccaggcatgcactcagataataagta 

ggatataattacgacaatatttggtctacttttagtaattgtttctggcacagaaaatcc 

attttggaggaaaaattgcaatgccttatctttctgaggcaaatcacatttgttcaaggc 

aaattatagatcctgtgaagggaaataacttaattacttaaaatagaatccaatttggct 

gtacatttttgctgccgtctatggatctggggtaattcaaagtggtattcatattctact 

tgaggacacaattagatttcagataggaaattatcttgaggtttcttggttttccctgag 

aagcctaattggatcacccttcatttaagcatagttttacatgcactctctcaaaggctt 

agtcttaaagccacaaccattgagacagacttcacttgaaccctctctataaatatttat 

tctccgggagacaatagaagaaatccttggaaggcatgctttttctttctcatcttggct 

tgaaacctccttaccccagattcctctcctttaccgtggagtcacaacaaaaggaactga 

gccaaaacaaaattcccagtgtcaccagtcttaatggatatttcattctcccttggaaca 

aagatggaatagctttttttccaaaagaaaaacaagccctggctctctccctgccccaaa 

a 999t9ccccccacccccatcattctctgtcccaaccctgccatgttagagcgtctccaa 

agccttccctgtgtcgtggtttgtctgacaatgtggggaaacccagtctgctggccagcc 

cttgcatgaagtagctgattgttccctctcctcatcccttatgaatggggcccttgaagt 

tcagtcatgtagattcagttgtataatgaaagctaaaatatttaaattgtatgcatgctg 

ccaataacagcatacatctgacatctaacttattaataacattaagcctgcaactagggg 

ggaaagtggatgttttttcttgcaaagcctttgttttcctaaaatgacacttgaaaattt 

atctccccctactgcaggcttcccagcccccttttataattatgcttaaattaaaataat 

gattctgggatactcttttggggagataccctacaggctttattttaataattgaactaa 

gtgtttgtgactttctcctagatattgtcaaatattaaataaaggctccataaacaattg 

agctgtcttattcccagataatacccatttaggaggggcaaggatcc 

<210> 26 
<212> PRT 

<213> Homo sapiens 
<400> 26 

26>Lyl693P, CXCR4 f full-length protein 

MDVDEGQDMSQVSGKES P PVSDTPDEGDE PMPVPEDLSTTSGAQQNS KSDRGMASNVKVE 
TQSDEENGRACEMNGEECAEDIJlMIiDASGEKMNGSHRDQGSSAI^ 

ICGIVCIGPNVLMVHKRSHTGERPPQCNQCSSALSGVGGIRLPNGKLKCDICGIVCIGPN 
VLMVHKRSHTGERPFQCNQCGAS FTQKGNLLRHI KLHSGEKPFKCHLCNYACRRRDALTG 
HLRTHSVGKPHKCGYCGRSYKQRSSLEEHKERCHNYLESMGLPGMYPVIKEETNHNEMA^ 
DLCKIGAERSLVlJ>RIJ^NVAKKKSSMPQKFIiGDKCLSDMPYDSANYEKEDMMTSH^ 
AI NNAI NYLGAE S LRP L VQT P PGS S EW PV I S SMYQLHKP PSDG P PRSNHS AQDAVDNLL 

LLSKAKSVSSEREASPSNSCQDSTDTESNAEEQRSGLIYLTNHINPHARNGLALKEEQRA 
YEVIJIAASENSQDAFRVVSTSGEQLKVYKCEHCRVIjFIjDHVMYT I HMGCHGCHGFRDPFE 
CNMCG.YHSQDR YEFS SH I TRGEHRYHLS 

<210> 27 
<212> DNA 

<213> Homo sapiens 
<400> 27 

27>Lyl697P, novel, partial cDNA 

ccagagagtaagaataggaggagaaaacatgctgcagatgtaggcggggcccagattgta 
gacagcatagaaataattttgggcttttcctgttaaattcctctagcttctaggatacat 
tttttttaacttttgtctttgagataattttagatttacagaagagttgcaaaaagagta 
gagagagttcctgtacacccttcacccagcttcctctactgctaacatcttacataatca 
tagtttcaacctgagaaattagcatggggtacagtcctattaatgaaaccccaggcttta 
ttcagatttcaccaggttttcagtaacatcctttatctgtttcagaattt 

<210> 28 
<212> DNA 

<213> Homo sapiens 
<400> 28 

28>Lyl7l5P, lectin-like NK cell receptor (LLT1) , full-length cDNA 

gaattccggcaaaatgcatgacagtaacaatgtggagaaagacattacaccatctgaattgcctgcaaac 

ccaggttgtctgcattcaaaagagcattctattaaagctaccttaatttggcgcttatttttcttaatca 

tgtttctgacaatcatagtgtgtggaatggttgctgctttaagcgcaataagagctaactgccatcaaga 

gccatcagtatgtcttcaagctgcatgcccagaaagctggattggttttcaaagaaagtgtttctatttt 

tctgatgacaccaagaactggacatcaagtcagaggttttgtgactcacaagatgctgatcttgctcagg 

ttgaaagcttccaggaactgaatttcctgttgagatataaaggcccatctgatcactggattgggctgag 
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cagagaacaaggccaaccatggaaatggataaatggtactgaatggacaagacagtttcctatcctggga 
gcaggagagtgtgcctatttgaatgacaaaggtgccagtagtgccaggcactacacagagaggaagtgga 
tttgttccaaatcagatatacatgtctagatgttacagcaaagccccaactaatctttagaagcatattg 
gaactgataactccattttaaaatgagcaaagaatttatttcttataccaacaggtatatgaaaatatgc 
tcaatatcactaataactgggaaaatacaaatcaaaatcatagtaaaatattacctgttttcatggtgct 
aatattacctgttctcccactgctaatgacatacccgagaatgagtaatttataaataaaagagatttaa 
ttgaaaaaaa 

<210> 29 
<212> PRT 

<213> Homo sapiens 
<400> 29 

29>I*yl715P, lectin-like NK cell receptor, full-length protein 
MHDSNNVEKDITPSELPANPGCLHSKEHSIKATLIWRLFFLIMFLTI IVCGMVAALSAIRANCHQEPSVC 
LQAACPESWIGFQRKCPYFSDDTKNWTSSQRFC35SQDADIiAQVESFQELNFIiIiRYKGPSDHW 
QPWKWINGTEWTRQFP I LGAGECA YLNDKGASS ARHYTERKWI CS KSDI HV 

<210> 30 
<212> DNA 

<213> Homo sapiens 
<400> 30 

30>Lyl727P, 01d-SEQ-ID_6042, partial CDNA 

ccatgggatggctcttctgaccattgggggccaggccaggccaggccaggcttagggcag 
caaggaccaggccaaaggggcagggcctcctttggaggggttgaggggtacatcctcggc 
tggtgtttgcatccaggggtccagcaggatctcttccagtgagggtcgggaagaaggttt 
gggggccaggcaccggcggattagggcacagcaatcttggggaaaacatgggcttgggaa 
gtggagctcagcttccagaatctcctggtccctctcaaagggaatgtccccacacaccat 
gtcatagaggaggatgcccagtgaccagacagtggccgggagtgcatggtactggtgtcg 
agagatccactctggggggctgtacacccttgtcccatcaaagtcagtgtagggttcatc 
atgaagcagggcaccagaaccaaaatcaatgagtttggcacagccacggcgtaggtctat 
caggatgntctcatccttgatgtcacgatggacaactncacgggaaatggcagtgctgga 
tggctgccactactttgg 

<210> 31 

<212> DNA 

<213> Homo sapiens 

<400> 31 

31>Lyl727P, pirn- 2 protooncogene homolog pim-2h, full-length cDNA 

gaattcggcacgagcgcgcggcgaatctcaacgctgcgccgtctgcgggcgcttccgggccaccagtttc 

tctgctttccaccctggcgccccccagccctggctccccagctgcgctgccccgggcgtccacgccctgc 

gggcttagcgggttcagtgggctcaatctgcgcagcgccacctccatgttgaccaagcctctacaggggc 

ctcccgcgccccccgggacccccacgccgccgccaggaggcaaggatcgggaagcgttcgaggccgagta 

tcgactcggccccctcctgggtaaggggggctttggcaccgtcttcgcaggacaccgcctcacagatcga 

ctccaggtggccatcaaagtgattccccggaatcgtgtgctgggctggtcccccttgtcagactcagtca 

catgcccactcgaagtcgcactgctatggaaagtgggtgcaggtggtgggcaccctggcgtgatccgcct 

gcttgactggtttgagacacaggaaggcttcatgctggtcctcgagcggcctttgcccgcccaggatctc 

tttgactatatcacagagaagggcccactgggtgaaggcccaagccgctgcttctttggccaagtagtgg 

cagccatccagcactgccattcccgtggagttgtccatcgtgacatcaaggatgagaacatcctgataga 

cctacgccgtggctgtgccaaactcattgattttggttctggtgccctgcttcatgatgaaccctacact 

gactttgatgggacaagggtgtacagccccccagagtggatctctcgacaccagtaccatgcactcccgg 

ccactgtctggtcactgggcatcctcctctatgacatggtgtgtggggacattccctttgagagggacca 

ggagattctggaagctgagctccacttcccagcccatgtctccccagactgctgtgccctaatccgccgg 

tgcctggcccccaaaccttcttcccgaccctcactggaagagatcctgctggacccctggatgcaaacac 

cagccgaggatgttacccctcaacccctccaaaggaggccctgcccctttggcctggtccttgctaccct 

aagcctggcctggcctggcctggcccccaatggtcagaagagccatcccatggccatgtcacagggatag 

atggacatttgttgacttggttttacaggtcattaccagtcattaaagtccagtattactaaggtaaggg 

attgaggatcaggggttagaagacataaaccaagtttgcccagttcccttcccaatcctacaaaggagcc 

ttcctcccagaacctgtggtccctgattttggagggggaacttcttgcttctcattttgctaaggaagtt 

tattttggtgaagttgttcccattttgagccccgggactcttattttgatgatgtgtcaccccacattgg 

cacctcctactaccaccacacaaact tag t tea tatgcttt tact tgggcaagggtgctttccttccaat 

accccagtagcttttattttagtaaagggaccctttcccctagcctagggtcccatattgggtcaagctg 

cttacctgcctcagcccaggattttttattttgggggaggtaatgccctgttgttaccccaaggcttctt 
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tttttttttttttttttttgggtgaggggaccctactttgttatcccaagtgctcttattctggtgagaa 
gaaccttaattccataatttgggaaggaatggaagatggacaccaccggacaccaccagacaataggatg 
ggatggatggttttttgggggatgggctaggggaaataaggcttgctgtttgttttcctggggcgctccc 
tccaattttgcagatttttgcaacctcctcctgagccgggattgtccaattactaaaatgtaaataatca 
cgtattgtggggaggggagttccaagtgtgccctccttttttttcctgcctggattatttaaaaagccat 
gtgtggaaacccactatttaataaaagtaatagaatcagaaaaaaaaaaaaaaaaaaa 

<210> 32 
<212> PRT 

<213> Homo sapiens 



32>Lyl727P, pirn- 2 proto- oncogene homolog pim-2h, full-length protein 
MLTKPLQGPPAPPGTPTPPPGGKDREAFEAEYRLGPLLGKC^FGTVFA^ kvi prnrvlg 

WS PI^DSVTCPLEVALLWKVGAGGGHPGVI RLLOWFETQEGFMLVLERPLPAQDLFDY I TEKGPLGEGPS 
RCFF^VVAAIQHOISRGVVHRDI KDEM 
RHQYHALPATVWSLGILLYDMVCGDIPFERDQEILE 

LUDPWMQTPAEDVTPQPI^RRPCPFGLVIATIjSIAWPGLAPNGQKSHPMAMSQG 

<210> 33 

<212> DNA 

<213> Homo sapiens 



33>Lyl885P_DKFZp564F112 (from clone DKFZp564F112) jpartial cDNA 

ggggggacttgagtatcctttgttaccctcaggagatcctgaaaccagtcccccatggatactgagggct 

gactgtatagtcctatcctcacggaactttcattctaatgggggaagactgactataaacaaaatatatg 

taataggtggtggtaagtaccgtggagaagtaacaaatggggcaaagtgagttatacagctccattctta 

gaaaccttggagtacttttcttagtttatactcgtggtggtttccttttgtctcctttattacatgggac 

tctgacatgtgcccatagctagggtgacagtaggatctacccgatagtagggtggcagtaggatctaccc 

aaaaagcgtcctgctgatacaggaccaaagcatcctgttgttctcgagcctataaaaagagctaatggtg 

ttgcttctcttaactgtggcctcctacactgtgttttggatgattggtgatgtcttggatattctgtttc 

tttggaactttgaatatacaacactttactagggaattagcaatggaagcagagcaaagatgtacagagg 

aaacaatgcgtaactctgatggaattgaagtcatgaggcagcagagagcttaaattacagctttaaaaat 

ttttattttttagagggaatttacttgggagtaacagcagtaatagttaacggagccagaatgcttgagt 

catataattgcaaagcagagttgggagcaacagatgctaaagagtagttgctgtagttcctctttgggtc 

gtaggagcagttgtcatattactatatagctactgcatgaagaagagttcttagtgaggcctgggtgatc 

agctcttcttagtattctgtgtgaccccatttgaccttttaacaaatccctaagtaaataaatagcccct 

caggaaaactaagtttttctctgctgtttttttgcttgagagagctataactgtaatagacttatatttc 

tgaacattttagtgcttgccaatatttggtaatatttatgtttcctatatttgtaatgaacattcttctt 

ccggtacattttttgttaaattattgtttgatggataaaagttcaccttttattgtataaaattgactga 

gattaatttatacacattgacaatgggtaaatagaatttttcagattattaaaagctgaaggatgcccac 

gtaagcaaaaaaaaaaaaaaaaaaa 

<210> 34 

<212> DNA 

<213> Homo sapiens 

<400> 34 

34>Lyl885P, CCP8 mRNA, full-length cDNA 

tcctctttccgtgcgcgagtgcacagctccggaggcccgagccgaccctggggcgtccggtccggtggtc 
ttgcagcctccaaaccccgagtgctataccgaactgcgcgccaagggtgggagagctgacggcctgggcc 
acccttcttccttcactgggcaggctttgaggtgcttgtcggtctggactgatgaaaatccatatgacct 
gaaagatgtctgaaaattccagtgacagtgattcatcttgtggttggactgtcatcagtcatgaggggtc 
agatatagaaatgttgaattctgtgacccccactgacagctgtgagcccgccccagaatgttcatcttta 
gagcaagaggagcttcaagcattgcagatagagcaaggagaaagcagccaaaatggcacagtgcttatgg 
aagaaactgcttatccagctttggaggaaaccagctcaacaattgaggcagaggaacaaaagatacccga 
agacagtatctatattggaactgccagtgatgattctgatattgttacccttgagccacctaagttagaa 
gaaattggaaatcaagaagttgtcattgttgaagaagcacagagttcagaagactttaacatgggctctt 
cctctagcagccagtatactttctgtcagccagaaactgtattttcatctcagcctagtgacgatgaatc 
aagtagtgatgaaaccagtaatcagcccagtcctgcctttagacgacgccgtgctaggaagaagaccgtt 
tctgcttcagaatctgaagaccggctagttgctgaacaagaaactgaaccttctaaggagttgagtaaac 
gtcagttcagtagtggtctcaataagtgtgttatacttgctttggtgattgcaatcagcatgggatttgg 
ccatttctatggcacaattcagattcagaagcgtcaacagttagtcagaaagatacatgaagatgaattg 
aatgatatgaaggattatctttcccagtgtcaacaggaacaagaatcttttatagattataagtcattga 



<400> 32 



<400> 33 
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aagaaaatcttgcaaggtgttggacacttactgaagcagagaagatgtcctttgaaactcagaaaacgaa 
ccttgctacagaaaatcagtatttaagagtatccctggagaaggaagaaaaagccttatcctcattacag 
gaagagttaaacaaactaagagaacagattagaatattggaagataaagggacaagtactgaattagtta 
aagaaaatcagaaacttaagcagcatttggaagaggaaaagcagaaaaaacacagctttcttagtcaaag 
ggagactctgttgacagaagcaaagatgctaaagagagaactggagagagaacgactagtaactacggct 
ttaaggggggaactccagcagttaagtggtagtcagttacatggcaagtcagattctcccaatgtatata 
ctgaaaaaaaggaaatagcaatcttacgggaaagactcactgagctggaacggaagctaaccttcgaaca 
gcagcgttctgatttgtgggaaagattgtatgttgaggcaaaagatcaaaatggaaaacaaggaacagat 
ggaaaaaagaaagggggcagaggaagccacagggctaaaaataagtcaaaggaaacatttttgggttcag 
ttaaggaaacatttgatgccatgaagaattctaccaaggagtctgtaaggcatcataaagagaaaattaa 
gcaggctaaagaagctgtgaaggaaaatctgaaaaaattctcagattcagttaaatccactttcagacac 
tttaaagataccaccaagaatatctttgatgaaaagggtaataaaagatttggtgctacaaaagaagcag 
ctgaaaaaccaagaacagtttttagtgactatttacatccacagtataaggcacctacagaaaaccattc 
aaggccctactatgcaaaaagatggaaggaagaaaagccagttcactttaaagaattcagaaaaaataca 
aattcaaagaaatgcagtcctgggcatgattgtagagaaaattctcattctttcagaaaggcttgttctg 
gtgtatttgattgtgctcaacaagagtccatgagcctttttaacacagtggtgatccctataaggatgga 
tgaatttagacagataattcaaaggtacatgttaaaagaactggatactttttgtcgctggaacgaactt 
gatcagttcatcaataagtttttcctaaacggtgtctttatacatgatcagaagctcttcactgactttg 
ttaatgatgttaagattatcttaggaaacatgaaggaatatgaagtagataatgatggagtatttgagaa 
gttggatgaatatatatatagacacttctttggtcacactttttcccctccatatggacccaggtcggtt 
tacataaaaccgtgtcattacagtagtttgtaacatttgtagattggatacgatttttatgatttgatga 
gtttcttgtaaggttaccgtttctaagagttgtgctttatggccactgagagaattcagaataaattgaa 
agatggagtctaaaaat tat tagctgttacaaatggaacaatt teat tataacgtgatcactttgacttg 
agcaaatggtttaatttttatcttaaaatcagttaagaatatataaaatcctacctttggccaagtttgt 
ttcttttcattatagtttatatgaaaagatcaccttaagtgaaattattttccttattttcctttaatct 
tttatgtatttattcacttctggaagctaggaatgagcaacacaaattttactctgaagtcagaagagct 
catatatataattctaatgtcccacctatgtccattccatgtaccagcttagttatatactagtcacata 
attatctttgataaaggtagaggcacaaagaggcaaactaacaagtcaaattctaatgtgtgtacttcat 
aataattttttatccattttcatcttctttatctttatattctgtaacatgaaacttacctaatcttcaa 
atgttagcttcattttttacctttgaaatacttaatctttctgaataaatataatggtctataa 

<210> 35 

<212> DNA 

<213> Homo sapiens 

<400> 35 

35>Lyl885P, CCP8 , full-length protein 
MSENSSDSDSSCGWTVISHEGSDIEMIjNSVTPTDSCEPA 

TAYPALEETSSTIEAEEQKIPEDSIYIGTASDDSDIVTLEPPKLEEIGNQEVVIVEEAQSSEDFNMGSSS 
SSQYTFCQPETVFSSQPSDDESSSDETSNQPSPAFRRRRARKKTVSASESE1DRLVAEQETEPSKELSKRQ 
FSSGLNKCVI LALVI AI SMGFGHFYGTI QIQKRQQLVRKI HEDELNDMKD YLSQCQQEQES F I D YKSLKE 
NLARCWTLTEAEKMS FETQKTNLATENQYIjRVS LEKEE KALS SLQEELNKLREQI RI LEDKGTSTE LVKE 
NQKLKQHLEEEKQKKHSFLSQRETLLTEAKMLK^ 
KKEIAIU*ERLTELERKLTFE<X}RSDLWERLYVEAK^ 

ETFDAMKNSTKEFVRHHKEKI KQAKEAVKENLKKFSDSVKSTFRHFKDTTKNI FDEKGNKRFGAT KEAAE 
KPRWFSDYUIPQYKAPTENHSRPYYAKRWKEEKPVHFKEFRKNTNSKKCSPGHDCREN 
FDCAQQESMSLFNTWI PIRMDEFRQI I QRYMLKELOT 

DVKI I LGNMKE YEVDNDGVFEKLDE YI YRHFFGHTFS PP YGPRSVY I KPCHYSSL 

<210> 36 

<212> DNA 

<213> Homo sapiens 

<400> 36 

36>Lyl905P_Old-SEQ-ID_S46, partial cDNA 

ccatgggatggctcttctgaccattgggggccaggccaggccaggccaggcttagggcag 
caaggaccaggccaaaggggcagggcctcctttggaggggttgaggggtacatcctcggc 
tggtgtttgcatccaggggtccagcaggatctcttccagtgagggtcgggaagaaggttt 
gggggccaggcaccggcggattagggcacagcaatcttggggaaaacatgggcttgggaa 
gtggagctcagcttccagaatctcctggtccctctcaaagggaatgtccccacacaccat 
gtcatagaggaggatgcccagtgaccagacagtggccgggagtgcatggtactggtgtcg 
agagatccactctggggggctgtacacccttgtcccatcaaagtcagtgtagggttcatc 
atgaagcagggcaccagaaccaaaatcaatgagtttggcacagccacggcgtaggtctat 
caggatgntctcatccttgatgtcacgatggacaactncacgggaaatggcagtgctgga 
tggctgccactactttgg 
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<210> 37 

<212> PRT 

<213> Homo sapiens 

<400> 37 

37>Lyl905P, 01d-SEQ-ID_2169, partial protein 

QVVAXIQHCHSRGVVHMIKDENILIDIJlRGCAKLIDPGSGALIJiDEPyTDFDGTRVYSP 
PEWI SRHQYHALPATVWSLGIXLYDM 

<210> 38 

<212> DNA 

<213> Homo sapiens 

<400> 38 

38>Lyl905P_Old_SEQ-ID_5277 partial CDNA 

aaataatccaggcaggagaagagaggagggcacacttggaactcccctccccacaatacg 
tgattatttacattttagtaattggacaatcccggctcaggaggaggttgcaagaatctg 
caaaagttggagggagcgccccaggagaacaaacagcaagccttatttcccctagcccat 
cccccaaaaaaccatccatcccatcctagtgtctggtggtgtccggtggtgtccatcttc 
cattccttcccaaattatggaagtaaggttcttctcaccagaataagagcacttgggata 
acagagtagggtcccctcacccaaaaaaaaaaaaaaaaangaagccttggggtaacaaca 
gggcattacctcccccagaataaagaatcctgggctgaggcaggtaagcagcttgaccca 
atatgggaccctaggctaggggaaagggtccctttactaaaataaaagctactggggtat 
tggaaggaaagcacccttgcccaagtaagagcatatgaactaagtttgngtggnggtagt 
aggaggngccaatgtggggtgacacatcatcagaataagagtcc 

<210> 39 

<212> DNA 

<213> Homo sapiens 

<400> 39 

39>Lyl905P pim-2 oncogene_ full-length cDNA 

cgcgcgcggcgaatctcaacgctgcgccgtctgcgggcgcttccgggccaccagtttctctgctttccac 

cctggcgccccccagccctggctccccagctgcgctgccccgggcgtccacgccctgcgggcttagcggg 

ttcagtgggctcaatctgcgcagcgccacctccatgttgaccaagcctctacaggggcctcccgcgcccc 

ccgggacccccacgccgccgccaggaggcaaggatcgggaagcgttcgaggccgagtatcgactcggccc 

cctcctgggtaaggggggctttggcaccgtcttcgcaggacaccgcctcacagatcgactccaggtggcc 

atcaaagtgattccccggaatcgtgtgctgggctggtcccccttgtcagactcagtcacatgcccactcg 

aagtcgcactgctatggaaagtgggtgcaggtggtgggcaccctggcgtgatccgcctgcttgactggtt 

tgagacacaggagggcttcatgctggtcctcgagcggcctttgcccgcccaggatctctttgactatatc 

acagagaagggcccactgggtgaaggcccaagccgctgcttctttggccaagtagtggcagccatccagc 

actgccattcccgtggagttgtccatcgtgacatcaaggatgagaacatcctgatagacctacgccgtgg 

ctgtgccaaactcattgattttggttctggtgccctgcttcatgatgaaccctacactgactttgatggg 

acaagggtgtacagccccccagagtggatctctcgacaccagtaccatgcactcccggccactgtctggt 

cactgggcatcctcctctatgacatggtgtgtggggacattccctttgagagggaccaggagattctgga 

agctgagctccacttcccagcccatgtctccccagactgctgtgccctaatccgccggtgcctggccccc 

aaaccttcttcccgaccctcactggaagagatcctgctggacccctggatgcaaacaccagccgaggatg 

tacccctcaacccctccaaaggaggccctgcccctttggcctggtccttgctaccctaagcctggcctgg 

cctggcctggcccccaatggtcagaagagccatcccatggccatgtcacagggatagatggacatttgtt 

gacttggttttacaggtcattaccagtcattaaagtccagtattactaaggtaagggattgaggatcagg 

ggttagaagacataaaccaagtctgcccagttcccttcccaatcctacaaaggagccttcctcccagaac 

ctgtggtccctgattctggagggggaacttcttgcttctcattttgctaaggaagtttattttggtgaag 

ttgttcccattctgagccccgggactcttattctgatgatgtgtcaccccacattggcacctcctactac 

caccacacaaacttagttcatatgctcttacttgggcaagggtgctttccttccaataccccagtagctt 

ttattttagtaaagggaccctttcccctagcctagggtcccatattgggtcaagctgcttacctgcctca 

gcccaggattctttattctgggggaggtaatgccctgttgttaccccaaggcttcttttttttttttttt 

tgggtgaggggaccctactctgttatcccaagtgctcttattctggtgagaagaaccttacttccataat 

ttgggaaggaatggaagatggacaccaccggacaccaccagacactaggatgggatggatggttttttgg 

gggatgggctaggggaaataaggcttgctgtttgttctcctggggcgctccctccaacttttgcagattc 

ttgcaacctcctcctgagccgggattgtccaattactaaaatgtaaataatcacgtattgtggggagggg 

agttccaagtgtgccctcctctcttctcctgcctggattatttaaaaagccatgtgtggaaacccactat 

ttaataaaagtaatagaatcag 



<210> 40 
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<212> PRT 

<213> Homo sapiens 



<400> 40 



40>Lyl90SP pim-2 oncogene full-length 

MLTKPLQGPPAPPGTPTPPPGGKDREAFEAEYRLGPLLGKGGFGTVFAGHRLTO 

WSPI^DSVTCPLEVAIJiWKVGAGGGHPGVIIU*I^WraTQEGFMLV^ 

RCFFGQWAAIQHCHSRGWHRDITOENILIDUUIGCAKLID 

RHQ YHALPATVWSLGI LLYDMVCGDI PFERDQE I LEAELHFP AHVS PDCCAL I RRCIAPKPSSRPSLEE I 
LLDPWMQTPAEDVPLNPSKGG PAP LAWS LLP 

<210> 41 

<212> DNA 

<213> Homo sapiens 

<400> 41 

41>Ly663S_OldJ5EQ-ID_2757 partial cDNA 

ctggaactgcacntagtcccagctctcctcggccgcggtctcctcggggntggtgccgta 
cttttggatggttttctctacnacntcccgcaagcttccntccag 

<210> 42 

<212> OKA 

<213> Homo sapiens 

<400> 42 

42>Ly663S CD37 antigen (CD37) full-length cDNA 

gtctcccccactgtcagcacctcttctgtgtggtgagtggaccgcttaccccactaggtgaagatgtcag 
cccaggagagctgcctcagcctcatcaagtacttcctcttcgttttcaacctcttcttcttcgtcctcgg 
cagcctgatcttctgcttcggcatctggatcctcatcgacaagaccagcttcgtgtcctttgtgggcttg 
gccttcgtgcctctgcagatctggtccaaagtcctggccatctcaggaatcttcaccatgggcatcgccc 
tcctgggttgtgtgggggccctcaaggagctccgctgcctcctgggcctgtattttgggatgctgctgct 
cctgtttgccacacagatcaccctgggaatcctcatctccactcagcgggcccagctggagcgaagcttg 
cgggacgtcgtagagaaaaccatccaaaagtacggcaccaaccccgaggagaccgcggccgaggagagct 
gggactatgtgcagttccagctgcgctgctgcggctggcactacccgcaggactggttccaagtcctcat 
cctgagaggtaacgggtcggaggcgcaccgcgtgccctgctcctgctacaacttgtcggcgaccaacgac 
tccacaatcctagataaggtgatcttgccccagctcagcaggcttggacacctggcgcggtccagacaca 
gtgcagacatctgcgctgtccctgcagagagccacatctaccgcgagggctgcgcgcagggcctccagaa 
gtggctgcacaacaaccttatttccatagtgggcatttgcctgggcgtcggcctactcgagctcgggttc 
atgacgctctcgatattcctgtgcagaaacctggaccacgtctacaaccggctcgctcgataccgttagg 
ccccgccctccccaaagtcccgccccgcccccgtcacgtgcgctgggcacttccctgctgcctgtaaata 
tttgtttaatccccagttcgcctggagccctccgccttcacattcccctggggacccacgtggctgcgtg 
cccctgctgctgtcacctctcccacgggacctggggctttcgtccacagcttcctgtccccatctgtcgg 
cctac 

<210> 43 

<212> PRT 

<213> Homo sapiens 

<400> 43 

43>Ly663S, CD37 antigen, full-length 

MSAQESCLSLIKYFLFVFNLFFFVIXSSLIFCFGIWILIDKTSFVSFVGIJ^PIiQIWSKVIAI 
IALLGCVGALKELRCLIXSLYFGMLLLLFATQITLGILISTQI^ 

ESWDYVQFQLRCCGWHY PQDWFQVLI LRGNGSEAHRVPCSCYNLS ATNDSTI LDKV I LPQLS RLGHLARS 
RHSADI CAVP AESHI YREGCAQGLQKWLHNNLI S I VG I CLGVGLLELGFMTLS I FLCRNLDHVYNRLARY 
R 

<210> 44 

<212> DNA 

<213> Homo sapiens 

<400> 44 

44>Ly664S, FLJ90810 fis, clone weakly similar to PROTEIN DISULFIDE ISOMERASE- 
RELATED PROTEIN PRECURSOR, full-length 
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agccccgccgcgatgcccgcgcgcccaggacgcctcctcccgctgctggcccggccggcggccctgactg 

cgctgctgctgctgctgctgggccatggcggcggcgggcgctggggcgcccgggcccaggaggcggcggc 

ggcggcggcggacgggccccccgcggcagacggcgaggacggacaggacccgcacagcaagcacctgtac 

acggccgacatgttcacgcacgggatccagagcgccgcgcacttcgtcatgttcttcgcgccctggtgtg 

gacactgccagcggctgcagccgacttggaatgacctgggagacaaatacaacagcatggaagatgccaa 

agtctatgtggctaaagtggactgcacggcccactccgacgtgtgctccgcccagggggtgcgaggatac 

cccaccttaaagcttttcaagccaggccaagaagctgtgaagtaccagggtcctcgggacttccagacac 

tggaaaactggatgctgcagacactgaacgaggagccagtgacaccagagccggaagtggaaccgcccag 

tgcccccgagctcaagcaagggctgtatgagctctcagcaagcaactttgagctgcacgttgcacaaggc 

gaccactttatcaagttcttcgctccgtggtgtggtcactgcaaagccctggctccaacctgggagcagc 

tggctctgggccttgaacattccgaaactgtcaagattggcaaggttgattgtacacagcactatgaact 

ctgctccggaaaccaggttcgtggctatcccactcttctctggttccgagatgggaaaaaggtggatcag 

tacaagggaaagcgggatttggagtcactgagggagtacgtggagtcgcagctgcagcgcacagagactg 

gagcgacggagaccgtcacgccctcagaggccccggtgctggcagctgagcccgaggctgacaagggcac 

tgtgttggcactcactgaaaataacttcgatgacaccattgcagaaggaataaccttcatcaagttttat 

gctccatggtgtggtcattgtaggactctggctcctacttgggaggaactctctaaaaaggaattccctg 

gtctggcgggggtcaagatcgccgaagtagactgcactgctgaacggaatatctgcagcaagtattcggt 

acgaggctaccccacgttattgcttttccgaggagggaagaaagtcagtgagcacagtggaggcagagac 

cttgactcgttacaccgctttgtcctgagccaagcgaaagacgaactttaggaacacagttggaggtcac 

ctctcctgcccagctcccgcaccctgcgtttaggagttcagtcccacagaggccactgggttcccagtgg 

tggctgttcagaaagcagaacatactaagcgtgaggtatcttctttgtgtgtgtgttttccaagccaaca 

cactctacagattctttattaaatgtgtaactcatggtcactgtgtaaacattttcagtggcgatatatc 

ccctttgaccttctcttgatgaaatttacatggtttcctttgagactaaaatagcgttgagggaaatgaa 

attgctggactatttgtggctcctgagttgagtgattttggtgaaagaaagcacatccaaagcatagttt 

acctgcccacgagttctggaaaggttgccttgtggcagtattgacgttcctctgatcttaaggtcacagt 

tgactcaatactgtgttggtccgtagcatggagcagattgaaatgcaaaaacccacacctctggaggata 

ccttcacggccgctgctggagcttctgttgctgtgaatacttctctcagtgtgagaggttagccgtgatg 

aaagcagcgttacttctgaccgtgcctgagtaagagaatgctgatgccataactttatgtgtcgatactt 

gtcaaatcagttactgttcaggggatccttctgtttctcacggggtgaaacatgtctttagttcctcatg 

ttaacacgaagccagagcccacatgaactgttggatgtcttccttagaaagggtaggcatggaaaattcc 

acgaggctcattctcagtatctcattaactcattgaaagattccagttgtatttgtcacctggggtgaca 

agaccagacaggctttcccaggcctgggtatccagggaggctctgcagccctgctgaagggccctaacta 

gagttctagagtttctgattctgtttctcagtagtccttttagaggcttgctatacttggtctgcttcaa 

ggaggtcgaccttctaatgtatgaagaatgggatgcatttgatctcaagaccaaagacagatgtcagtgg 

gctgctctggccctggtgtgcacggctgtggcagctgttgatgccagtgtcctctaactcatgctgtcct 

tgtgattaaacacctctatctcccttgggaataagcacatacaggcttaagctctaagatagataggtgt 

ttgtccttttaccatcgagctacttcccataataaccactttgcatccaacactcttcacccacctccca 

tacgcaaggggatgtggatacttggcccaaagtaactggtggtaggaatcttagaaacaagaccacttat 

actgtctgtctgaggcagaagataacagcagcatctcgaccagcctctgccttaaaggaaatctttatta 

atcacgtatggttcacagataattctttttttaaaaaaacccaacctcctagagaagcacaactgtcaag 

agtcttgtacacacaacttcagctttgcatcacgagtcttgtattccaagaaaatcaaagtggtacaatt 

tgtttgtttacactatgatactttctaaataaactcctttttttt 

<210> 45 
<212> PRT 

<213> Homo sapiens 

<400> 45 

45>Ly664S, full-length 

MPARPGRLLPLLARPAALTALLLLLIXjH^ 

FTHGIQSAAHFVMFFAPWCGHTORLQPTWITOIX3DKYNSM 

LFKPGQEAVKYQGPRDFQTLENWMLQTI^EEPVTPEPCT 

KFFAPWCXSHCKALAPTWEQLALGLEHSETVKIGKVIXn'QHYELCSGNQTO 

RDLESLREYVESQLQRTETGATETVTPSEAPVLAAEPEADKGWI^ 

GHCRTLAPTHEELS KKE FPGLAGVKI AEVDCTAERNI CS KYS VRGY PTLLLFRGGKKVS EHSGGRDLDSL 
HRFVLSQAKDEL 

<210> 46 

<212> DNA 

<213> Homo sapiens 

<400> 46 

46>Ly667S, Old-SEQ-ID_9413 . partial cDNA 

ccagccagtgacagaaaaaagagtgaatgtgcctttaagaagaagagcaatgagacacag 
tgtttcaacttcatccgtgtcctggtttcttacaatgtcacccatctctacacctgcggc 
accttcgccttcagccctgcttgtaccttcattgaacttcaagattcctacctgttgccc 
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atctcggaggacaaggtcatggagggaaaaggccaaagcccctttgaccccgctcacaag 
catacggctgtcttggtggatgggatgctctattctggtactatgaacaacttcctgggc 
agtgagcccatcctgatgcgcacactgggatcccagcctgtcctcaagaccgacaacttc 
ctccgctggctgcatcatgacgcctcctttgtggcagccatcccttcgacccaggtcgtc 
tacttcttcttcgaggagacagccagcgagtttgacttctttgagaggctccacacatcg 
cgggtggctagagtctgcaagaatgacgtgggcggcgaaaagctgctgcagaagaagtgg 
accaccttcct 

<210> 47 
<212> DNA 

<213> Homo sapiens 
<400> 47 

47>Ly667S, Semaphorin B, full-length 

aggatgatgaaagtgagaccgtcttagggcccttccagatagtgaaccttctctgccccaatgccccacc 
cctgccaccaatacacacgcttctgctgcctggggctctcctattggtcctcggggggatgtggtaagaa 
ctgctcacccagaaagtgcccgggtgcctgtttccccagacctccctggtgacagtctgtggctgagcat 
ggccctcccagccctgggcctggacccctggagectcctgggccttttcctcttccaactgcttcagctg 
ctgctgccgacgacgaccgcggggggaggcgggcaggggcccatgcccagggtcagatactatgcagggg 
atgaacgtagggcacttagcttcttccaccagaagggcctccaggattttgacactctgctcctgagtgg 
tgatggaaatactctctacgtgggggctcgagaagccattctggccttggatatccaggatccaggggtc 
cccaggctaaagaacatgataccgtggccagccagtgacagaaaaaagagtgaatgtgcctttaagaaga 
agagcaatgagacacagtgtttcaacttcatccgtgtcctggtttcttacaatgtcacccatctctacac 
ctgcggcaccttcgccttcagccctgcttgtaccttcattgaacttcaagattcctacctgttgcccatc 
tcggaggacaaggtcatggagggaaaaggccaaagcccctttgaccccgctcacaagcatacggctgtct 
tggtggatgggatgctctattctggtactatgaacaacttcctgggcagtgagcccatcctgatgcgcac 
actgggatcccagcctgtcctcaagaccgacaacttcctccgctggctgcatcatgacgcctcctttgtg 
gcagccatcccttcgacccaggtcgtctacttcttcttcgaggagacagccagcgagtttgacttctttg 
agaggctccacacatcgcgggtggctagagtctgcaagaatgacgtgggcggcgaaaagctgctgcagaa 
gaagtggaccaccttcctgaaggcccagctgctctctgcacccagccggggcagctgcccttcaacgtca 
tccgccacgcggtcctgctccccgccgattctcccacagctccccacatctacgcagtcttcacctccca 
gtgggcaggttggcgggaccaggagctctgcggtctgtgccttctctctcttggacattgaacgtgtctt 
taaggggaaattcaaagagttgaacaaagaaacttcacgctggactacttataggggccctgagaccaac 
ccccggccaggcagttgctcagtgggcccctcctctgataaggccctgaccttcatgaaggaccatttcc 
tgatggatgagcaagtggtggggacgcccctgctggtgaaatctggcgtggagtatacacggcttgcagt 
ggagacagcccagggccttgatgggcacagccatcttgtcatgtacctgggaaccaccacagggtcgctc 
cacaaggctgtggtaagtggggacagcagtgctcatctggtggaagagattcagctgttccctgaccctg 
aacctgttcgcaacctgcagctggcccccacccagggtgcagtgtttgtaggcttctcaggaggtgtctg 
gagggtgccccgagccaactgtagtgtctatgagagctgtgtggactgtgtccttgcccgggacccccac 
tgtgcctgggaccctgagtcccgaacctgttgcctcctgtctgcccccaacctgaactcctggaagcagg 
acatggagcgggggaacccagagtgggcatgtgccagtggccccatgagcaggagccttcggcctcagag 
ccgcccgcaaatcattaaagaagtcctggctgtccccaactccatcctggagctcccctgcccccacctg 
tcagccttggcctcttattattggagtcatggcccagcagcagtcccagaagcctcttccactgtctaca 
atggctccctcttgctgatagtgcaggatggagttgggggtctctaccagtgctgggcaactgagaatgg 
cttttcataccctgtgatctcctactgggtggacagccaggaccagaccctggccctggatcctgaactg 
gcaggcatcccccgggagcatgtgaaggtcccgttgaccagggtcagtggtggggccgccctggctgccc 
agcagtcctactggccccactttgtcactgtcactgtcctctttgccttagtgctttcaggagccctcat 
catcctcgtggcctccccattgagagcactccgggctcggggcaaggttcagggctgtgagaccctgcgc 
cctggggagaaggccccgttaagcagagagcaacacctccagtctcccaaggaatgcaggacctctgcca 
gtgatgtggacgctgacaacaactgcctaggcactgaggtagcttaaactctaggcacaggccggggctg 
cggtgcaggcacctggccatgctggctgggcggGccaagcacagccctgactaggatgacagcagcacaa 
aagaccacctttctcccctgagaggagcttctgctactctgcatcactgatgacactcagcagggtgatg 
cacagcagtctgcctcccctatgggactcccttctaccaagcacatgagctctctaacagggtgggggct 
acccccagacctgctcctacactgatattgaagaacctggagaggatccttcagttctggccattccagg 
gaccctccagaaacacagtgtttcaagagaccctaaaaaacctgcctgtcccaggaccctatggtaatga 
acaccaaacatctaaacaatcatatgctaacatgccactcctggaaactccactctgaagctgccgcttt 
ggacaccaacactcccttctcccagggtcatgcagggatctgctccctcctgcttcccttaccagtcgtg 
caccgctgactcccaggaagtctttcctgaagtctgaccacctttcttcttgcttcagttggggcagact 
ctgatcccttctgccctggcagaatggcaggggtaatctgagccttcttcactcctttaccctagctgac 
cccttcacctctccccctcccttttcctttgttttgggattcagaaaactgcttgtcagagactgtttat 
tttttatcaaaaatataaggcttatgtatgat 



<210> 48 
<212> PRT 

<213> Homo sapiens 



<400> 48 
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48>Ly667S, Semaphorin B, full-length 
MALPALGLDPWSLLGLFLFQLLQLLLPTTTAGGGGQGPMPRVRY^ 

GDGNTLYVGAREAILALDIQDPGVPRLKNMI PWPASDRKKSECAFKKKSNETQCFNFIRVLVSYNVTHLY 
TCGTFAFS PACT F I ELQDS YLLP I S EDKVMEGKGQS P FDP AHKHTAVLVDGMLYSGTMNNFLGS E P I LMR 
TIX3SQPVLKTDNFIJWLHHDASFVAAIPSTQVVYFFFECT 

KKWTTPLKAQLI^APSRGSCPSTSSATRSCTPPILPQLPTSTQSSPPSGQVGGT^ 
FKGKFKELNKETSRWTTYRGPETNPRPGSCSVGPSSDKALTFMKDHFLMDEQW 
VETAQGLDGHSHLVMYLGTTTGSUiKAWSGDSSAHLVEEIQLFPDPEPVRN^ 
WRVPRANCSVYESCVDCVLARDPHCATO 

SRPQI I KEVLAVPNS ILELPCPHLSALAS YYWSHGPAAVPEASSTVYNGSIiLLIVQDGVGGIiYQCWATEN 
GFSYPVI S YWVDSQDQTLALDPELAG I PREHVKVPLTRVSGGAALAAQQS YWPHFVTVTVLFALVLSGAL 
1 1 LVAS PLRALRARGKVQGCETLRPGEKAPLSREQHIiQS PKECRTS ASDVDADNNCLGTEVA 

<210> 49 

<212> DNA 

<213> Homo sapiens 

<400> 49 

49>Ly677S, Old-SEQ-ID_465, partial cDNA 

accagcagtcctgcggcacctacctccgcgtgcgccagccgccccccaggcccttcctgg 
acatgggggagggcaccaagaaccgaatcatcacagccgaggggatcatcctcctgttct 
gcgcggtggtgcctgggacgctgctgctgttnaggaaacgatggcaagaacganaactcn 
99 

<210> 50 

<212> PRT 

<213> Homo sapiens 

<400> 50 

50>Ly677S, 01d-SEQ-ID_1923 , partial protein 

QQSCGTYLRVRQPPPRPFLDMGEGTKNRI ITAEGI I LLFCAWPGTLLLXRKRWQERXLX 

<210> 51 

<212> DNA 

<213> Homo sapiens 

<400> 51 

51>Ly677S, 01d-SEQ-ID_5989, partial cDNA 

accagcagtcctgcggcacctacctccgcgtgcgccagccgccccccaggcccttcctgg 
acatgggggagggcaccaagaaccgaatcatcacagccgaggggatcatcctcctgttct 
gcgcggtggtgcctgggacgctgctgctgttnaggaaacgatggcaagaacganaactcn 
99 

<210> 52 
<212> PRT 

<213> Homo sapiens 
<400> 52 

52>Ly677S, 01d-SEQ-ID_1496 , partial protein 

QQSCGTYLRVRQPPPRPFLDMGEGTKNRI ITAEGI ILLFCAWPGTLLLXRKRWQERXLX 

<210> 53 

<212> DNA 

<213> Homo sapiens 

<400> 53 

53>Ly677S, CD79A antigen (immunoglobul in-associated alpha) , full-length 

tgctgcaactcaaactaaccaacccactgggagaagatgcctgggggtccaggagtcctccaagctctgc 

ctgccaccatcttcctcctcttcctgctgtctgctgtctacctgggccctgggtgccaggccctgtggat 

gcacaaggtcccagcatcattgatggtgagcctgggggaagacgcccacttccaatgcccgcacaatagc 

agcaacaacgccaacgtcacctggtggcgcgtcctccatggcaactacacgtggccccctgagttcttgg 

gcccgggcgaggaccccaatggtacgctgatcatccagaatgtgaacaagagccatgggggcatatacgt 
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gtgccgggtccaggagggcaacgagtcataccagcagtcctgcggcacctacctccgcgtgcgccagccg 
ccccccaggcccttcctggacatgggggagggcaccaagaaccgaatcatcacagccgaggggatcatcc 
tcctgttctgcgcggtggtgcctgggacgctgctgctgttcaggaaacgatggcagaacgagaagctcgg 
g t tggatgccgggga tgaa t a tgaaga t gaaaacc 1 1 1 a tgaaggcc tgaacc tggacgac tgc t cca tg 
tatgaggacatctcccggggcctccagggcacctaccaggatgtgggcagcctcaacataggagatgtcc 
agctggagaagccgtgacacccctactcctgccaggctgcccccgcctgctgtgcacccagctccagtgt 
ctcagctcacttccctgggacattctcctttcagcccttctgggggcttccttagtcatattcccccagt 
ggggggtgggagggtaacctcactcttctccaggccaggcctccttggactcccctgggggtgtcccact 
cttcttccctctaaactgccccacctcctaacctaatccccacgccccgctgcctttcccaggctcccct 
cacccagcgggtaatgagcccttaatcgctgcctctaggggagctgattgtagcagcctcgttagtgtca 
ccccctcctccctgatctgtcagggccacttagtgataataaattcttcccaactgc 



54>Ly677S, CD79A antigen, complete protein 

MPGG PGVLQALP AT I FLLFLLSAVYIXSPGCQAIjWMHKVPASLMVSLGEDM 

HGNYTWPPE FLGPGEDPNGTLI I QNVNKSHGGI YVCRVQEGNES YQQSCX5TYLRVRQP PPRPFLDMGEGT 

KNRIITAEGIILLFC^WPGTLLLFRKRWQNEKLGLD^^ 

QDVGSLNIGDVQLEKP 

<210> 55 

<2X2> DNA 

<213> Homo sapiens 

<400> 55 

55>Lyl891P, orphan G-protein coupled receptor (GPRC5D) , full-length 

atgtacaaggactgcatcgagtccactggagactattttcttctctgtgacgccgaggggccatggggca 

tcattctggagtccctggccatacttggcatcgtggtcacaattctgctactcttagcatttctcttcct 

catgcgaaagatccaagactgcagccagtggaatgtcctccccacccagctcctcttcctcctgagtgtc 

ctggggctcttcggactcgcttttgccttcatcatcgagctcaatcaacaaactgcccccgtacgctact 

ttctctttggggttctctttgctctctgtttctcatgcctcttagctcatgcctccaatctagtgaagct 

ggttcggggttgtgtctccttctcctggacgacaattctgtgcattgctattggttgcagtctgttgcaa 

atcattattgccactgagtatgtgactctcatcatgaccagaggtatgatgtttgtgaatatgacaccct 

gccagctcaatgtggactttgttgtactcctggtctatgtcctcttcctgatggccctcacattcttcgt 

ctccaaagccaccttctgtggcccgtgtgagaactggaagcagcatggaaggctcatctttatcactgtg 

ctcttctccatcatcatctgggtggtgtggatctccatgctcctgagaggcaacccgcagttccagcgac 

agccccagtgggacgacccggtcgtctgcattgctctggtcaccaacgcatgggttttcctgctgctgta 

catcgtccctgagctctgcattctctacagatcgtgtagacaggagtgccctttacaaggcaatgcctgc 

cccgtcacagcctaccaacacagcttccaagtggagaaccaggagctctccagagcccgagacagtgatg 

gagctgaggaggatgtagcattaacttcatatggtactcccattcagccgcagactgttgatcccacaca 

agagtgtttcatcccacaggctaaactaagcccccagcaagatgcaggaggagtataa 



56>Lyl891P, orphan G-protein coupled receptor (GPRC5D) , full-length 
MYKDCI ESTGDY FLLCDAEGPWGI I LESLAILGIWTI LLLLAFLFLMRKIQDCSQWNVIiPTQLLFI*LSV 
LGLFGLAFAFI I ELNQQTAPVRYFLFGVLFALCFSCLLAHASNLVKLVRGCVSFSWTTI LCIAIGCSLLQ 
1 1 IATEYVTLIMTRGMMFVNMTPCQLNVDFVVLLVYVLFLMALTFFVSKATFCGPCENWK^ FITV 
LFSII IWVWIS^LRGNPQFQRQPQWDDPWCIALVTNAWFLLLYIVPELCILYRSCRQECPLQGNAC 
PVTAYQHS FOVENQELS RARDSDGAEEDVALTS YGTP I QPQTVDPTQECFI PQAKLS PQQDAGGV 

<210> 57 

<212> DNA 

<213> Homo sapiens 

<400> 57 

57>CD138 / syndecan 1 (SDCl) , full-length cDNA 

ggcacgaggaagggcctgtgggtttattataaggcggagctcggcgggagaggtgcgggccgaatccgag 



<210> 54 

<212> PRT 

<213> Homo sapiens 



<400> 54 



<210> 56 

<212> PRT 

<213> Homo sapiens 



<400> 56 
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ccgagcggagaggaatccggcagtagagagcggactccagccggcggaccctgcagccctcgcctgggac 
agcggcgcgctgggcaggcgcccaagagagcatcgagcagcggaacccgcgaagccggcccgcagccgcg 
acccgcgcagcctgccgctctcccgccgccggtccgggcagcatgaggcgcgcggcgctctggctctggc 
tgtgcgcgctggcgctgagcctgcagccggccctgccgcaaattgtggctactaatttgccccctgaaga 
tcaagatggctctggggatgactctgacaacttctccggctcaggtgcaggtgctttgcaagatatcacc 
ttgtcacagcagaccccctccacttggaaggacacgcagctcctgacggctattcccacgtctccagaac 
ccaccggcctggaggctacagctgcctccacceccaccctgccggctggagaggggcccaaggagggaga 
ggctgtagtcctgccagaagtggagcctggcctcaccgcccgggagcaggaggccaccccccgacccagg 
gagaccacacagctcccgaccactcatcaggcctcaacgaccacagccaccacggcccaggagcccgcca 
cctcccacccccacagggacatgcagcctggccaccatgagacctcaacccctgcaggacccagccaagc 
tgaccttcacactccccacacagaggatggaggtccttctgccaccgagagggctgctgaggatggagcc 
tccagtcagctcccagcagcagagggctctggggagcaggacttcacctttgaaacctcgggggagaata 
cggctgtagtggccgtggagcctgaccgccggaaccagtccccagtggatcagggggccacgggggcctc 
acagggcctcctggacaggaaagaggtgctgggaggggtcattgccgtaggcctcgtggggctcatcttt 
gctgtgtgcctggtgggtttcatgctgtaccgcatgaagaagaaggacgaaggcagctactccttggagg 
agccgaaacaagccaacggcggggcctaccagaagcccaccaaacaggaggaattctatgcctgacgcgg 
gagccatgcgccccctcGgccctgccactcactaggcccccacttgcctcttccttgaagaactgcaggc 
cctggcctcccctgccaccaggccacctccccagcattccagcccctctggtcgctcctgcccacggagt 
cgtggggtgtgctgggagctccactctgcttctctgacttctgcctggagacttagggcaccaggggttt 
ctcgcataggacctttccaccacagccagcacctggcatcgcaccattctgactcggtttctccaaactg 
aagcagcctctccccaggtccagctctggaggggagggggatccgactgctttggacctaaatggcctca 
tgtggctggaagatcctgcgggtggggcttggggctcacacacctgtagcacttactggtaggaccaagc 
atcttgggggggtggccgctgagtggcaggggacaggagtccactttgtttcgtggggaggtctaatcta 
gatatcgacttgtttttgcacatgtttcctctagttctttgttcatagcccagtagaccttgttacttct 
gaggtaagttaagtaagttgattcggtatccccccatcttgcttccctaatctatggtcgggagacagca 
tcagggttaagaagactttttttttttttttttttaaactaggagaaccaaatctggaagccaaaatgta 
ggcttagtttgtgtgttgtctcttgagtttgtcgctcatgtgtgcaacagggtatggactatctgtctgg 
tggccccgtttctggtggtctgttggcaggctggccagtccaggctgccgtggggccgccgcctctttca 
agcagtcgtgcctgtgtccatgcgctcagggccatgctgaggcctgggccgctgccacgttggagaagcc 
cgtgtgagaagtgaatgctgggactcagccttcagacagagaggactgtagggagggcggcaggggcctg 
gagatcctcctgcagaccacgcccgtcctgcctgtggcgccgtctccaggggctgcttcctcctggaaat 
tgacgaggggtgtcttgggcagagctggctctgagcgcctccatccaaggccaggttctccgttagctcc 
tgtggccccaccctgggccctgggctggaatcaggaatattttccaaagagtgatagtcttttgcttttg 
gcaaaactctacttaatccaatgggtttttccctgtacagtagattttccaaatgtaataaactttaata 
taaagta 

<210> 58 

<2X2> PRT 

<213> Homo sapiens 

<400> 58 

58>CD138,syndecan 1 (SDC1), full-length protein 
^RAALWLWLOU^ALSLQPALPQIVATNLPPEDQ^ 

LTAIPTSPEPTGLEATAASTSTLPAGEGPKEGEIAVVLPEVEPGLTAREQEATPI^RETTQIjPTTHQASTT 
TATTAQEPATSHPHRDMQPGHHETSTPAGPSQADLHTPHTEDGGPSA 

FTFETSGENTAWAVEPDRRNQS PVDQGATGASQGIiLDRKEVLiGGVI AVGLVGLI FAVCLVGFMLYRMKK 
KDEGSYSLEEPKQANGGAYQKPTKQEEFYA 

<210> 59 

<212> DNA 

<213> Homo sapiens 



S9>CD22, Old-SEQ-ID_4021, partial cDNA 

ctggggctgaggatggagtccaagactgagaaatggatggaacgaatacacctcaatgtc 
tctgaagggccttttccacctcatatccagctccctccagaaattcaagagtcccaggaa 
gtcactctgacctgcttgctgaatttctcctgctatgggtatccgatccaattgcagtgg 
ctcctagagggggttccaatgaggcaggctgctgtcacctcgacctccttgaccatcaag 
tctgtcttcacccggagcgagGtcaagttctccccacagtggagtcaccatgggaagatt 
gtgacctgccagcttcaggatgcagatgggaagttcctctccaatgacacggtgcag 

<210> 60 

<212> DNA 

<213> Homo sapiens 

<400> 60 



<400> 59 
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60>CD22, full-length cDNA 

ccatcccatagtgagggaagacacgcggaaacaggcttgcacccagacacgacaccatgcatctcctcgg 
cccctggctcctgctcctggttctagaatacttggctttctctgactcaagtaaatgggcttttgagcac 
cctgaaaccctctacgcctgggagggggcctgcgtctggatcccctgcacctacagagccctagatggtg 
acctggaaagcttcatcctgttccacaaccctgagtataacaagaacacctcgaagtttgatgggacaag 
actctatgaaagcacaaaggatgggaaggttccttctgagcagaaaagggtgcaattcctgggagacaag 
aataagaactgcacactgagtatccacccggtgcacctcaatgacagtggtcagctggggctgaggatgg 
agtccaagactgagaaatggatggaacgaatacacctcaatgtctctgaaaggccttttccacctcatat 
ccagctccctccagaaattcaagagtcccaggaagtcactctgacctgcttgctgaatttctcctgctat 
gggtatccgatccaattgcagtggctcctagagggggttccaatgaggcaggctgctgtcacctcgacct 
ccttgaccatcaagtctgtcttcacccggagcgagctcaagttctccccacagtggagtcaccatgggaa 
gattgtgacctgccagcttcaggatgcagatgggaagttcctctccaatgacacggtgcagctgaacgtg 
aagcacaccccgaagttggagatcaaggtcactcccagtgatgccatagtgagggagggggactctgtga 
ccatgacctgcgaggtcagcagcagcaacccggagtacacgacggtatcctggctcaaggatgggacctc 
gctgaagaagcagaatacattcacgctaaacctgcgcgaagtgaccaaggaccagagtgggaagtactgc 
tgtcaggtctccaatgacgtgggcccgggaaggtcggaagaagtgttcctgcaagtgcagtatgccccgg 
aaccttccacggttcagatcctccactcaccggctgtggagggaagteaagtcgagtttctttgcatgtc 
actggccaatcctcttccaacaaattacacgtggtaccacaatgggaaagaaatgcagggaaggacagag 
gagaaagtccacatcccaaagatcctcccctggcacgctgggacttattcctgtgtggcagaaaacattc 
ttggtactggacagaggggcccgggagctgagctggatgtccagtatcctcccaagaaggtgaccacagt 
gatccaaaaccccatgccgattcgagaaggagacacagtgaccctttcctgtaactacaattccagtaac 
cccagtgttacccggtatgaatggaaaccccatggcgcctgggaggagccatcgcttggggtgctgaaga 
tccaaaacgttggctgggacaacacaaccatcgcctgcgcacgttgtaatagttggtgctcgtgggcctc 
ccctgtcgccctgaatgtccagtatgccccccgagacgtgagggtccggaaaatcaagcccctttccgag 
attcactctggaaactcggtcagcctccaatgtgacttctcaagcagccaccccaaagaagtccagttct 
tctgggagaaaaatggcaggcttctggggaaagaaagccagctgaattttgactccatctccccagaaga 
tgctgggagttacagctgctgggtgaacaactccataggacagacagcgtccaaggcctggacacttgaa 
gtgctgtatgcacccaggaggctgcgtgtgtccatgagcccgggggaccaagtgatggaggggaagagtg 
caaccctgacctgtgagagtgacgccaaccctcccgtctcccactacacctggtttgactggaataacca 
aagcctcccccaccacagccagaagctgagattggagccggtgaaggtccagcactcgggtgcctactgg 
tgccaggggaccaacagtgtgggcaagggccgttcgcctctcagcacccttactgtctactatagcccgg 
agaccatcggcaggcgagtggctgtgggactcgggtcctgcctcgccatcctcatcctggcaatctgtgg 
gctcaagctccagcgacgttggaagaggacacagagccagcaggggcttcaggagaattccagcggccag 
agcttctttgtgaggaataaaaaggttagaagggcccccctctctgaaggcccccactccctgggatgct 
acaatccaatgatggaagatggcattagctacaccaccctgcgctttcccgagatgaacataccacgaac 
tggagatgcagagtcctcagagatgcagagacctccccggacctgcgatgacacggtcacttattcagca 
ttgcacaagcgccaagtgggcgactatgagaacgtcattccagattttccagaagatgaggggattcatt 
actcagagctgatccagtttggggtcggggagcggcctcaggcacaagaaaatgtggactatgtgatcct 
caaacattgacactggatgggctgcagcagaggcactgggggcagcgggggccagggaagtccccgagtt 
tccccagacaccgccacatggcttcctcctgcgtgcatgtgcgcacacacacacacacacgcacacacac 
acacacacactcactgcggagaaccttgtgcctggctcagagccagtctttttggtgagggtaaccccaa 
acctccaaaactcctgcccctgttctcttccactctccttgctacccagaaatcatctaaatacctgccc 
tgacatgcacacctcccctgccccaccagcccactggccatctccacccggagctgctgtgtcctctgga 
tctgctcgtcattttccttcccttctccatctctctggccctctacccctgatctgacatccccactcac 
gaatattatgcccagtttctgcctctgagggaaagcccagaaaaggacagaaacgaagtagaaaggggcc 
cagtcctggcctggcttctcctttggaagtgaggcattgcacggggagacgtacgtatcagcggcccctt 
gactctggggactccgggtttgagatggacacactggtgtggattaacctgccagggagacagagctcac 
aataaaaatggctcagatgccacttcaaagaaaaaaaaaa 

<210> 61 

<212> PRT 

<213> Homo sapiens 

<400> 61 

61>CD22, full-length protein 
fOTIJ^PWLLLLVLEYLAFSDSSKWVF^ 

FIXjTRLYESTKIXJKVPSEQKRVQFIXSDKNKNCTI^IHPVHIjNDSGQ 

FPPHIQLPPE IQESQEVTIjTCLLNFSC YGY P I QIOWLLEGVPMRQAAVTSTSLTI KSVFTRSELKFS PQW 

SHHGKIVTCQLQDAIX3KFLSraTVQLKVKHTPKIjEIKVTPS 

KDGTSLIOCQNTFTUIIJIEVTKDQSGKYCXXJVSNDVGPGI^EEVFLQVQY 

FLCMSLANPLPTNYTWYHNGKEMQGRTEEKVH I PKI LPWHAGTYSCVAENI LGTGQRGPGAELDVQYPPK 

KVTITVIQNPMPIREGDTVTLSCNYNSSNPSVTRYEWKPHGAWEEPSLGVLKIQW 

CSWASPVALNVQYAPRDVRVRKIKPLSEIHSGNSVSLQCDFSSSHP^ 

I S PEDAGS YSCWVNNS IGQTASKAWTLEVLYAPRRLRVSMS PGDQVMEGKSATLTCESDANPPVSHYTWF 
DWNNQSLPHHSQKLRLEPVKVQHSGAYWCQGTNSVGKGRS PLS TLTVYYS PETIGRRVAVGIjGSCIiAI LI 

laicglklqrrwkrtqsqqglqenssgqsffvrnkkvrrapl^ 
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NI PRTGDAESSEMQRPPRTCDDTVTYSALHKRQVGDYENVI PDFPEDEGIHYS EL.I QFGVGERPQAQENV 
DYVILKH 

<210> 62 
<212> DNA 



62>CD79beta, old-SEQ-ID_504, partial cDNA 

ctggggggtccgggaaaggggttgggccatgagccaggcagctccgaagcagtcactgag 
gccagggagcctgcacccaggtcatggggcgacctggctctcactcctggcctgggtgct 
cacctacagaccacttcacttcccctgtccgcagcgtcactatgtcctcataggtggctg 
tctggtcaatgtccaggccctcgtaggtgtgatcttcctccatgccagccttgctgtcat 
ccttgtccagcagcaggaagataggcacgatgatgaagaggatgatcagcagcgtctgga 
tcatgatgataccatccttcagcgtgttcctctgcttcag 



63>CD79beta, old-SEQ-ID_1747, partial protein 

IjKQRNTLKDQI IMIQTLLI ILFI I VPI FLLLDKDDSKAGMEEDHTYEGLDIDQTATYEDI 
VTLRTGEVKWSVGEHPGQE 

<210> 64 

<212> DNA 

<213> Homo sapiens 

<400> 64 

64>CD79beta, 01d-SEQ-ID_5238 , partial cDNA 

ctggggggtccgggaaaggggttgggccatgagccaggcagctccgaagcagtcactgag 
gccagggagcctgcacccaggtcatggggcgacctggctctcactcctggcctgggtgct 
cacctacagaccacttcacttcccctgtccgcagcgtcactatgtcctcataggtggctg 
tctggtcaatgtccaggccctcgtaggtgtgatcttcctccatgccagccttgctgtcat 
ccttgtccagcagcaggaagataggcacgatgatgaagaggatgatcagcagcgtctgga 
tcatgatgataccatccttcagcgtgttcctctgcttcag 

<210> 65 

<212> DNA 

<213> Homo sapiens 

<400> 65 

65>CD79beta, full-length cDNA 

ccacgcgtccgcc^acgcgtccgcagagcggtgaccatggccaggctggcgttgtctcctgtgcccagcc 
actggatggtggcgttgctgctgctgctctcagctgagccagtaccagcagccagatcggaggaccggta 
ccggaatcccaaaggtagtgcttgttcgcggatctggcagagcccacgtttcatagccaggaaacggggc 
ttcacggtgaaaatgcactgctacatgaacagcgcctccggcaatgtgagctggctctggaagcaggaga 
tggacgagaatccccagcagctgaagctggaaaagggccgcatggaagagtcccagaacgaatctctcgc 
caccctcaccatccaaggcatccggtttgaggacaatggcatctacttctgccagcagaagtgcaacaac 
acctcggaggtctaccagggctgcggcacagagctgcgagtcatgggattcagcaccttggcacagctga 
agcagaggaacacgctgaaggatggtatcatcatgatccagacgctgctgatcatcctcttcatcatcgt 
gcctatcttcctgctgctggacaaggatgacagcaaggctggcatggaggaagatcacacctacgagggc 
ctggacattgaccagacagccacctatgaggacatagtgacgctgcggacaggggaagtgaagtggtctg 
taggtgagcacccaggccaggagtgagagccaggtcgccccatgacctgggtgcaggctccctggcctca 
gtgactgcttcggagctgcctggctcatggcccaacccctttcccggaccccccagctggcctctgaagc 
tggcccaccagagctgccatttgtctccagcccctggtccccagctcttgccaaagggcotggagtagaa 
ggacaacagggcagcaacttggagggagttctctggggatggacgggacccagccttctgggggtgctat 
gaggtgatccgtccccacacatgggatgggggaggcagagactggtccagagcccgcaaatggactcgga 
gccgagggcctcccagcagagcttgggaagggccatggacccaactgggccccagaagagccacaggaac 
atcattcctctcccgcaaccactcccaccccagggaggccctggcctccagtgccttcccccgtggaata 
aacggtgtgtcctgagaaaccaaaaaaaaaaaaaaa 



<213> Homo sapiens 



<400> 62 



<210> 63 

<212> PRT 

<213> Homo sapiens 



<400> 63 



<210> 66 
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<212> PRT 

<213> Homo sapiens 
<400> 66 

66>CD79beta, full-length protein 

MARLALSPVPSHWMVALIjLIiLSAE PVPAARSEDRYRNPKGS ACSRI WQS PRFI ARKRGFTVKMHCYMNSA 
SGNVSWLWKQEMDENPQQLKLEKGRMEESQNESLATLTIQGIRFEDNGIYFCQQKCNNTSEVYQGOGTEL 
RVMGFSTLAQLKQRNTLKDGI IMIQTLLI ILFI I VPIFLLLDKDDSKAGMEEDHTYEGLDIDQTATYEDI 
VTLRTGEVKWSVGEHPGQE 

<210> 67 

<212> DNA 

<213> Homo sapiens 

<400> 67 

67>Lyl450P, 01d-SEQ-ID__6695, partial cDNA 

aaaattgatcacaacnagggaaaacaaaataaaattagggggcaaagggtaggagtatgg 
ggggaggggagagcaaacctatcgaatatatcttagaattttgctcagaaatcactgctg 
cctctcaagtgttgcattgtccctgcctaaaccaagaaggctaaacaaagcccctcctgt 
ttgaattcttaaggtaagaaatttctaagctaagaaaacactattgcctaaaaccaatga 
tagtggagctcatttacaaataggcatgcctcacacacacagtccaaaggcaagacactg 
gctttgaaattaggctcatgatgtgattcctattatatgtacctgatttttttaggcccc 
aggtatgtggaccagagttaatgtcatgactcttcaaagatatgatgaaaagttgcccta 
gaaa tc tagaga tgca tg 1 1 1 a 1 1 taat t 

<210> 68 
<212> DNA 

<213> Homo sapiens 
<400> 68 
68>Lyl450P, partial cDNA 

ctttcaagaaaatacatctgtgctgtattttccccttccctcaggccatgatctctgctgttttccttactaactggcat 
gtcagtacaagagtgattgtgaagctgctccggaagggctttatgctaacctctgttgcttgatgacatgtcctcaggac 
tctgatattaaaactcaatccttagataacaggtagctttatcatggaagtaggtagcaatttggaattagaccattctt 
agttatttttttcttaatgaattgatacatgcactttaaaaaatatttttgttattttgggaagaaaaactcagactttt 
aaaaaagtgtatattgtcccattataatatgtatatggaagagtgaaatctgaacgctgtcttatattaagcagtagaat 
taggtattatcataaaaagtcttaatctgtagggaatatgagtttatgtttatgagtcctgctcagtccctctttgagag 
aattagttgaaacccagactctaaagtctgcttttatatttgtttgttaagaccacttatctgcagaaggttgcctttta 
accccagtggttctaaggtgtggaattgagtgaccctaatatttacataagagacttgttttagtggagcataagggagg 
ggcataagttacaccgttttgtgctgcttgagaactgtcttttaaaattgatcacaacgagggaaaacaaaataaaatta 
gggggcaaagggtaggagtatggggggaggggagagcaaacctatcgaatatatcttagaattttgctcagaaatcactg 
ctgcctctcaagtgttgcattgtccctgcctaaaccaagaaggctaaacaaagcccctcctgtttgaattcttaaggtaa 
gaaat ttctaagctaagaaaacac tat tgcctaaaaccaa tgatagtggagc teat ttacaaataggcatgcctcacaca 
cacagtccaaaggcaagacactggctttgaaattaggctcatgatgtgattcctattatatgtacctgatttttttaggc 
cccaggtatgtggaccagagttaatgtcatgactcttcaaagatatgatgaaaagttgccctagaaatctagagatgcat 
gtttatttaattccatagtttaaaaaaaaatttaagcaggtagttgtggcttatctgggggcaaaataatatatgtgaaa 
ttgcttccagaggacaaagtatattttctaaagtcctgaaataggatcatgaacccttctgaagttttggtttgaaatat 
tatagtatatgatattaccaaagagcccttaattcagagtttaaggggctctcttcctgaactctcttcatcactcaggg 
ttgaatgtgtaatgttccttgctattgattgttattgttgattcttaggatcaggccaagaatcatctggaaaacattat 
cttaattccgtctctcatatcctaaacagtacattttactaagaaattccatatgaaaaactccactcatgtctcctgag 
attatcctgtaagtgaagtagctttcatttaaccaagctaaattatttccatttagccatgttaaagagaagccaagtct 
agagaaagcaatcctgtaacccatgaatctggtgtacccattttcccttaacgtaacgggaagtgttttgaaattcccag 
aagagagctgttttgtaatcaaagtgatggattataagaaagccagactttggaaaaggataattggaataaagggaggt 
gcttgaagattttccaaactactttatgtcatttagcttctattttctgaagggctttctttggtgccatgtactcagat 
cagtcagttgactgaaagatgatcatgttttcttcgtaaagatttaagcaattggcaactacaaagacattattttctta 
ctgttctatatcatgtactgttgctgacattacaaaaagggtctggaagggaaaccgtgtcactgttttatcttttttct 
ttaaaatacaaaagtatcccaactaatcatttattatggtcagcttgttttacatgtcccctatgatgagaaatgctatc 
aacatctgtgatttctaagagtcttaccaaattgttactttaattcttgtgtcctgctgagtggtttttcttttaaaata 
ccatttttatcaccctgtggcactgggtgtgttactgcgattacactgatgattctgagctgtgcttcttcaagtagctc 
agttcttgcgttttatattaggtaacagttttgtgatgcttttgtgcattctttgtcatctcttctgagttttcgaatct 
gtcataaataaactttttcactatgcacctggtaaaaaa 

<210> 69 
<212> DNA 

<213> Homo sapiens 
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<400> 69 

69>Lyl4SlP, Old-SEQ-ID_3507 , partial cDNA 

cctaagccgcctaaggggctgcctcggctgtccatcagttacctcgtttcctgagcagag 
taattgggtgagattgttcatggaggcattgctggctctctagtcctggaacctacagtt 
ggtccaattcattatgccaaagggtccgtctaggaggttcttgttccaagtattgagatt 
cccgagagaagtaggtccccttagatagaagcagagtttctcagaggtatttagcagcag 

<210> 70 

<212> DNA 

<213> Homo sapiens 

<400> 70 

70>Lyl451P, partial cDNA 

gccgctgccgctccaggagacaggttcccatgcaggaatgaaagacatggaagggaagag 
gggggccagctccctgagtcctgtgtccaccagctgctgctaaatacctctgagaaactc 
tgcttctatctaaggggacctacttctctcgggaatctcaatacttggaacaagaacctc 
ctagacggaccctttggcataatgaattggaccaactgtaggttccaggactagagagcc 
agcaatgcctccatgaacaatctcacccaattactctgctcaggaaacgaggtaactgat 
ggacagccgaggcagccccttaggcggcttaggcctcccctgtggagcatccctgaggcg 
gactccggccagcccgagtgatgcgatccaaagagcactcccgggtaggaaattgccccg 
sgtggaatgcctcaccagagcagcgtgtagcagttccctgtggaggattaacacagtggct 
gaacaccgggaaggaactggcacttggagtccggacatctgaaacttgtagactgggagc 
tgtacatggatgggagcagcttcaccaacccctgcaaagtgactctgaagaagacgacaa 
gccctgctccagtcacacccggaagctgactggtccacgcacagctgaagcatgaggaaa 
ctcatcgcgggactaattttccttaaaatttagacttgcacagtaaggacttcaactgac 
cttcctcagactgagaactgtttccagtatatacatcaagtcactgaggtaggacaaaag 
attgctacattcctattattttaaggttacatttttggggacccctctttcttctgttct 
agctattacctttcttgtgtcacctagaaaaggaccagtccttaattgtattttaaaaac 
tgtgatcatgggaagctttaaattggttcaataacacgcatcaagttggttatttcctgg 
gctacataccttggatagat 

71>Lyl451P, partial protein 

MDSRGS PLGGLGLPCGAS tiRRTPASPSDAIQRALPGRKLPRWNAS PEQRVAVPCGGLTQWLNTGKELAIjGVRTSETCRIXj 
AVHGWEQLHQPLQSDSEEDDKPCSSHTRKLTGPRTAEA 

72>Lyl4S4P, 01d-SEQ-ID_3577, partial cDKA 

aaaaaggtaattttcagcattttggcacctaaaagggaaactttcatctgcttacacagg 
ccagaagcaaagacaaagattgcatgttgttcttacagatgacttaaatcatctctttga 
tgataaaaatatttttaagccgtgaaagttatgagatattctgggtaagcctgattatca 
aagaataccacaaatagctttggagatcgtgtattgtttgtcactgagtcaaagagatct 
gtgggattgtgaggattcttgggtggaggggtgactaatcctgcacgtccctttgtgaag 
actccagtaagtactcgcacaacgtacatgtgctttctcccattgctgtctggcttggag 
taggtgtccttggcagaataactggcatccacagcaaaataggttccttttccataggat 
acagcatttttcccacacaacttctattaaagccgtgctgattgacatatggcactgagt 
ctgcatctgtcccatggaagaggagtctctcattattcntatggtcattct 

73>Lyl454P, FLJ40597, full-length cDNA 

attgttatcaactctttgatatctgatgatcaatgctccaaagaattggattaatatttttacacaatat 
tgttgtagtcagtaactgtttctatttccaggcatttttagatgaattcactaactggtcaagaataaat 
cccaacaaggccagga 1 1 ccca tggcaggagat acccaagg tg tgg tcgggac tgt c t c taagcc t tg 1 1 
tcacagcatatgaaatgaaaatcggtgcaattacttttcaggttgctactggagatatagccactgaaca 
ggtagatgttattgtaaactcaacagcaaggacatttaatcggaaatcaggtgtgtcaagagctatttta 
gaaggtgctggacaagctgtggaaagtgaatgtgctgtactagctgcacagcctcacagagattttataa 
ttacaccaggtggatgcttaaagtgcaaaataataattcatgttcctgggggaaaagatgtcaggaaaac 
ggtcaccagtgttctagaagagtgtgaacagaggaagtacacatcggtttcccttccagccattggaaca 
ggaaatgccggaaaaaaccctatcacagttgctgataacataatcgatgctattgtagacttctcatcac 
aacattccaccccatcattaaaaacagttaaagttgtcatttttcaacctgagctgctaaatatattcta 
cgacagcatgaaaaaaagagacctctctgcatcactgaactttcagtccacattctccatgactacatgt 
aatcttcctgaacactggactgacatgaatcatcagctgttttgcatggtccagctagagccaggacaat 
cagaatataataccataaaggacaagttcacccgaacttgttcttcctacgcaatagagaagattgagag 
gatacagaatgcatttctctggcagagctaccaggtaaagaaaaggcaaatggatatcaagaatgaccat 
aagaataatgagagactcctcttccatgggacagatgcagactcagtgccatatgtcaatcagcacggct 
ttaatagaagttgtgctgggaaaaatgctgtatcctatggaaaaggaacctattttgctgtggatgccag 
ttattctgccaaggacacctactccaagccagacagcaatgggagaaagcacatgtacgttgtgcgagta 
cttactggagtcttcacaaagggacgtgcaggattagtcacccctccacccaagaatcctcacaatccca 
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cagatctctttgactcagtgacaaacaatacacgatctccaaagctatttgtggtattctttgataatca 
ggcttacccagaatatctcataactttcacggcttaaaaatatttttatcatcaaagagatgatttaagt 
catctgtaagaacaacatgcaatctttgtctttgcttctggcctgtgtaagcagatgaaagtttcccttt 
taggtgccaaaatgctgaaaattacctttttaaagtgctctattgctgcgatttgtagcatacctttttt 
tctcagcaaattgatgggtggaagctgagaaatgtatggtaaatgtcacagagctacaaccattcacaga 
caccaaatctctaggagaataaaaagcacattattctttttctatcagaaaaaaacaagatgcatcacct 
taaaaccaagatgacattgttcttcttggaacatgttaagacatcgaatggtggcgggttaaactgtact 
gcttaagtggagcggctaccgttatgcatctatcacagttggggattttgccttattaaggaaaacttgt 
caatagttcagctgaaatgactgaatcacagaatattaactctgttatggaacaaatcataacagatttt 
acctgtttacatttcaggtaaaaatgtatcgcattgttatctaatattaaaaaattacccccaatt 

74>Lyl454P, FLJ40597, full-length protein 

MLQRIGLI FLHNIVWSNCFYFQAFLDEFTNWSRINPNKARI PMAGDTQGWGTVS KPCFTAYEMKIGAI 
TFQVATGD I ATEQVDV I VNSTART FNRKSGVS RAI LEGAGQAVES ECAVLAAQPHRD FI I TPGGCLKCKI 
I IHVPGGKDVRKTVTSVLEECEQRKYTSVSLPAIGTGNAGKNPITVADNI IDAIVDFSSQHSTPSUCTVK 
WI FQPELLNI FYDSMKKRDLS ASLNFQSTFSMTTC^PEHWTDMNHQLFCWQLEPGQSEYOTIKDI^ 
RTCSS YAI EKI ER I QNAFLWQS YQVKKRQMD I KNDHKNNE RLLFHGTDADS VP YVNQHGFNRS CAGKNAV 
SYGKGTYFAVDASYSAKDTYSKPDSNGRKHMYVVRVLT^ 
RSPKLFWFFDNQAYPEYLITFTA 

75>Lyl485P, Old-SEQ-ID_2789 , partial cDNA 

cgaggtctgagctcctctggttcttctctagacctgctccctctctgaaatgcaaggccg 
tgcctttaatgggcttttggcattctgtctccagacctcccttctcatctgaagggctct 
caggagaacagagaaaaaaccagcctgtctccaaactggcccgtctcagggactgggggc 
ctttacccccagtgaaagatgcagactttacagcgctgcagtacagtagagtcaagtgac 
tccttcagatagttggatgggtctctcgatcattcctgataataacattttgcctatgtt 
aagtgctttccacctatcatgttaccttctaactactcccttggttggatacaggtatta 
gccccatttcacaattaagaaattgaggcttaaaaggattaaagagttttttagaggaga 
aacagctcttccttacagaaggatcccaa 

76>Lyl485P, 01d-SEQ-ID_2417, partial protein 

RSHLTIiLYCSAVKSASFTGGKGPQSLRRASIiETGWFFLCSPESPSDEKGGLETECQKPIK 
GTALHFREGAGLEKNQRSS 

77>Lyl485P, Old-SEQ-ID_10476, partial cDNA 

ggcacgagcaatgggacttatcgctgctgatgttaaccttgatctcttggttcaggtggt 
gcctgccagctgtctccactgtggagttactatttttccttttccccattttattcatca 
gaagccagtcactaagcgaggtcaaactccaggacaggggaattaagtgccaccttctgg 
agagggagcattcacatttattacttgggatccttctgtaaggaagagctgtttctcctc 
taaaaaactctttaatccttttaagcctcaatttcttaattgtgaaatggggctaatacc 
tgtatccaaccaagggagtagttagaaggtaacatgataggtggaaagcacttaacatag 
gcaaaatgttattatcaggaatgatcgagagacccatccaactatctgaaggagtcactt 
aactctactgtactgcagcgctgtaaagtctgcatctttcactgggggtaaaggccccca 
gtccctgagacgggccagtttggagacaggctggttttttctctgttctcctgagagccc 
ttcagatgagaagggaggtctggagacagaatgccaaaagcccattaaaggcacggcctt 
gcatttcagagagggagcaggtctagagaagaaccagaggagctcagctgagatatggtg 
tatggattggattttggtagaagatgggaagaaccaaacacctgagaaaccactttgaag 
atcggggtcagagtaaggcctaacacatagttggctcccagtaattattggttgattgaa 
cagctcaaagagcaactcgaccaagaacactggactgggagtccagttacttggatcttg 
cattcctgatttatttttattttatatgtattttttctatttttttgagacgaagtctca 
ctcactctgtcgcccaggctggactacaatggcacgatctcggctcactgcaaactctgc 
ctcccaggttcaagcgattctcctgcctcagcctctcgagtagctaggattacaggcatg 
caccaccacgctggctaatttttgtatttttagtagagacggggttttgccatgttggcc 
atgctggtgtccacctcctgacctcagttgatcttcctgcctcagccttccaaaatgttg 
ggattacaggcgtgagccaccgtgcctggccgtgatttattttttttgtgtatgtttgtt 
tttgtcaacttgctgtgtgaccttaagcaagttacttaacttctctgggcttcactttcc 
atggatgaacattgtaaagaggctggagagagatgaggactaggtacaggctttagagga 
gagccaccgccccggacttctccctctgtcaccccgctttccatgaccctccttgcctga 
ctttgtgactccttgcctcgctatcaaaacaagtgctgcaatctcagtgctttccaagag 
ccctgcattgttagaaacttcccagcacgcagcaaaggctgctgcaatactcgctctgcc 
tgcctttgccctgcgcttcctacttaccctccttttgtttctcccaaacatctgtccctg 
actatgctcatctcatgtttgtcctcagctgctgaaagggccacgtttgttttcattaca 
aataagaccaccgagtgggctcctggcgtgggggcgggagcagccgcgcgcagtcttcag 
aggcagccccccaggctgtctctggagggtgtgtctctgcttccctttccccgtgtttat 
1 1 tcagacgaagccaag tggcccggggggaccc t ccggac t cccagcc 1 1 cagagaggag 
ggcagctcgggctttcgccgcagtgcttcctgcccgtcacgtgtgtgctcctagccgggg 
tcgggggagctggtatcttggcccttctgggaggacgcgcacagcccgaggaggcagagc 
cccagacgggaatgggcttttcagaggtggggtgcgggcgaggggacgatgcattatttt 
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taatatttgatttatttttccaactggacttcttcccggggctctttctgggcccagctg 

cctttgtgatcccgcgccccggtcctcggcctctcacctccagcgccggggcgccccctg 

ctgtcggaagcggctgtgaccgggcagaggtgctatctgggactctgggttctcagcccg 

gggacagcgaaccgaggggcagatgatccatcagaaaagagccggcactgcccagccccg 

cgcccctgcccctgcctttttccgggagcgcgccgcgccgcacccgctacggccgcttga . 

ccccatctttgagcccggccccaagctctgggaccgtcgtgcccctcatcaaggaagagc 

caaggaccccaaggagaaggtcaggagcggcggtgtggatgtcccttggctgcaggcccc 

gccgcgcactcccttcagtcctkcccttctctagggaccaggtagcatcagtgcctggat 

ctcggccttgtgcgccctgctccctgccccacctactaagaaccaagtctggttcaccgg 

ctcccaagagctggaacccattctcagctagctgggggcccaggccaccccttccctcca 

gacctgtgtgccttctgccctggctccagggccccccacaccgtgaccagggcgggatcc 

ctatggggctggccagtcggcaccgtgccaggcccacagtgccctgggcgtccatggaag 

tcgttctgtgtctttaaaatcagaaggaagacattaacctttaggctgaagaaaatgttt 

tagtacacagcaataacttatttgtctttatccaacagccataaaatataactttaaata 

ttctattgatagagaaaggagttcatgaaggcagaaatgcctggggcccacgaacatccc 

agtgtggccctggacgggacatcatgctgggcaacacagctaaaatgcgggtgaagacca 

gatttcttgcacatggcggtgacgggatgctccctagagagcttcaagtggattctttgc 

tttttattttctctcttaataaaaatgtatgatgtttacattgtcagagaaaaaaaaaaa 

aaaaaaa 

78>Iiyl500P, Old>SEQ-ID_5226, partial cDNA 

aaagcgaattcatactataacagcagaaacaaaacttcagatttcagaatttgttattgg 
caaaatttattctcattatacctgct teat atgggta tat tactattaaaacagaatacc 
atagagtaattgcattatttgaaaattctntcattttacaatgcacttcaccaatgaaac 
agntaatttccattttgaaaattaaaagaaaacagcacagagaagttaaatgcggtgtag 
caaagttatggggtctgcttgagggcactaacctcaacagattattcctcctctccttag 
aataaccatgaaaatacaaatttacttagcacatttttgctttttaagtagctggttcat 
tttctgaatttcccacattcagagttccagtcattattgttacatcatgtttgcagaaac 
cttgtcttatttagtgtctatttgcatataaccctgaaaacattattatttgaaaacttt 
tctatatctcaaattaatatacattttcataacctacctttgnattaagacttgcaattt 
tatcaatctattat 

79>Lyl500P, splice-1, FLJ20706, complete cDNA 

ccgcagcctccgcgggtggcaagcgggctggggagagccgagggccaaaggaagagaaaatcgcggggag 
tctctggccgggagagtccaggtagcgctcggcgggcagcagtgcgcaggcccctcggcttcaaccgcca 
caatgctgccagcagcgccaggcaaggggcttgggagcccggaccccgccccctgcggcccagcgccccc 
aggaaatacaaaagatataataatgatatatgaagaagatgctgaggaatgggctctgtacttgacagaa 
gtatttttacatgttgtgaaaagggaagccatcctgttatatcgcttggagaatttctcttttcggcatt 
tggagttgctgaacttaacgtcttacaaatgtaaacttttgatattatcaaatagcctgcttagagacct 
aactccaaagaaatgtcagtttctggaaaagatacttcattcaccaaaaagtgtagttactttgctttgt 
ggagtgaagagttcagatcagctctatgaattactaaatatctctcaaagcagatgggagatctcaactg 
aacaggaacctgaagactacatctctgtaatccagagtatcatattcaaagattctgaagactactttga 
ggtcaacattccaacagacctacgagcaaaacattctggggaaataagtgagagaaaggaaattgaagaa 
ctatcagaagcttcaagaaacaccataccactagcagtggtgcttcccactgaaattccatgtgagaatc 
ctggtgaaatattcataattttgagagatgaagtaattggtgatactgtagaggttgaatttacatcaag 
taataagcgcattagaacacggccagccctttggaataagaaagtctggtgcatgaaagctttagagttt 
cctgctggttcagtccatgtcaatgtctactgtgatggaatcgttaaagctacaaccaaaattaagtact 
acccaacagcaaaggcaaaggaatgcctattcagaatggcagattcaggagagagtttgtgccagaatag 
cattgaagaacttgatggtgtccttacatccatattcaaacatgagataccatattatgagttccagtct 
c 1 1 caaac tgaaa 1 1 tgt t ctcaaaacaaata tac teat 1 1 caaagaact t ccaac t ct tct ccac tg tg 
cagcaaaatttggcttaaagaacctggctattcatttgcttcaatgttcaggagcaacctgggcatctaa 
gatgaaaaatatggagggttcagaccccgcacatattgctgaaaggcatggtcacaaagaactcaagaaa 
atcttcgaagacttttcaatccaagaaattgacataaataatgagcaagaaaatgattatgaagaggata 
ttgcctcattttccacatatattccttccacacagaacccagcatttcatcatgaaagcagaaagacata 
cgggcagagtgcagatggagctgaggcaaa tgaaa tggaaggggaaggaaaacagaatggatcaggcatg 
gagaccaaacacagcccactagaggttggcagtgagagttctgaagaccagtatgatgacttgtatgtgt 
tcattcctggtgctgatccagaaaataattcacaagagccactcatgagcagcagacctcctctcccccc 
gccgcgacctgtagctaatgccttccaactggaaagacctcacttcaccttaccagggacaatggtggaa 
ggccaaatggaaagaagtcaaaactggggtcatcctggtgttagacaagaaacaggagatgaacccaaag 
gagaaaaagagaagaaagaagaggaaaaagagcaggaggaggaagaagacccatatacttttgctgagat 
tgatgacagtgaatatgacatgatattggccaatctgagtataaagaaaaaaactgggagtcggtctttc 
attataaatagacctcctgcccccacaccccgacccacaagtatacctccaaaagaggaaactacacctt 
acatagctcaagtgtttcaacaaaagacagccagaagacaatctgatgatgacaagttccgtggtcttcc 
taagaaacaagacagagctcggatagagagtccagccttttctactctcaggggctgtctaactgatggt 
caggaagaactcatcctcctgcaggagaaagtaaagaatgggaaaatgtctatggatgaagctctggaga 
aatttaaacactggcagatgggaaaaagtggcctggaaatgattcagcaggagaaattacgacaactacg 
agactgcattattgggaaaaggccagaagaagaaaatgtctataataaactcaccattgtgcaccatcca 
ggtggtaaggaaactgcccacaatgaaaataagttttataatgtacacttcagcaataagcttcctgctc 
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gaccccaagttgaaaaggaatttggtttctgttgcaagaaagatcattaaagaaggttattataatgaaa 
ctcacgaatctacggacattttgctttcagggtgaagcaagcttgaatttggattgcctgctttctttaa 
agcgaattcatactataacagcagaaacaaaacttcagatttcagaatttgttattggcaaaatttattc 
tcattatacctgcttcatatgggtatattactattaaaacagaataccatagagtaattgcattatttga 
aaattctctcattttacaatgcacttcaccaatgaaacagctaatttccattttgaaaattaaaagaaaa 
cagcacagagaagttaaatgcggtgtagcaaagttatggggtctgcttgagggcactaacctcaacagat 
tattcctcctctccttagaataaccatgaaaatacaaatttacttagcacatttttgctttttaagtagc 
tggttcattttctgaatttctcacattcagagttccagtcattattgttacatcatgtttgcagaaacct 
tgtcttatttagtgtctatttgcatataaccctgaaaacattattatttgaaaacttttctatatctcaa 
attaatatacattttcataacctacctttgtattaagacttgcaattttatcaatctattatttcttaga 
aacaatttactagcttagaatagaaagcaatgttatcgtcatataattttcatgtacaaatgccacaaat 
aaattgaatgtttaaagctaaaa 

80>Lyl500P, splice-l FLJ20706, full-length protein 

MI YEEDAE EWALYLTEVFLHWKREA I LL YRLENFS FRHLELLNLTS YKCKLL I LSNS LLRDLT P KKCQF 
LEIQLHSPKSWTLLCGVKSSDQLYELLNISQSRWEISTEQEPEDYISVIQSIIFKDSEDYFEVNIPTDL 
RAKHSGEI SERKE I EELS EASRNT I PLAWLPTE I PCENPGE IFII LRDEVIGDTVEVEFTSSNKRI RTR 
PALWNKKVWCMKALEFPAGSVHVNVYCDGIVKATTKI KYYPTAKAKECLFRMADSGESLCQNS I EELDGV 
LTS I FKHE I PYYEFQS LQTE I CSQNKYTHFKELPTLI^CAAKFGLKNIAIHLLQCSGATWAS KMKNMEGS 
DPAHIAERHGHKELKKI FEDFSIQEIDINNEQENDYEEDI ASFSTYI PSTQNPAFHHESRKTYGQSADGA 
EANEMEGEGKQNGSGMETKHS PLEVGSESSEDQYDDI/YVFI PGADPENNSQEPIiMSSRPPIiPPPRPVANA 
FQLERPHFTLPGTMVEGQME RSQNWGH PGVRQETGDE P KGE KE KKEEE KEQEEE EDP YTFAE I DDS E YDM 
I LANIiS I KKKTGSRSFI INRPPAPTPRPTS I PPKEETTPYI AQVFQQKTARRQSDDDKFRGLPKKQDRAR 
I ES PAFSTLRGCLTDGQEEL I LI^EK\nCNGKMSMDEALEKFKHWQMGKSGLiEMIQQEKLRQIiRDCI I GKR 
PEEENVYNKLTIVHHPGGKETAHNENKFYNVHFSNKLPARPQVEKEFGFCCKKDH 

81>Lyl500P, splice-2 DKFZp667N1611 , full-length CDNA 

ggaagagaaaatcgcggggagtctctggccgggagagtccaggtagcgctcggcgggcagcagtgcgcag 
gcccctcggcttcaaccgccacaatgctgccagcagcgccaggcaaggggcttgggagcccggaccccgc 
cccctgcggcccagcgcccccaggaaatacaaaagatataataatgatatatgaagaagatgctgaggaa 
tgggctctgtacttgacagaagtatttttacatgttgtgaaaagggaagccatcctgttatatcgcttgg 
agaatttctcttttcggcatttggagttgctgaacttaacgtcttacaaatgtaaacttttgatattatc 
aaatagcctgcttagagacctaactccaaagaaatgtcagtttctggaaaagatacttcattcaccaaaa 
agtgtagttactttgctttgtggagtgaagagttcagatcagctctatgaattactaaatatctctcaaa 
gcagatgggagatctcaactgaacaggaacctgaagactacatctctgtaatccagagtatcatattcaa 
agattctgaagactactttgaggtcaacattccaacagacctacgagcaaaacattctggggaaataagt 
gagagaaaggaaattgaagaactatcagaagcttcaagaaacaccataccactagGagtggtgcttccca 
ctgaaattccatgtgagaatcctggtgaaatattcataattttgagagatgaagtaattggtgatactgt 
agaggttgaatttacatcaagtaataagcgcattagaacacggccagccctttggaataagaaagtctgg 
tgcatgaaagctttagagtttcctgctggttcagtccatgtcaatgtctactgtgatggaatcgttaaag 
ctacaaccaaaattaagtactacccaacagcaaaggcaaaggaatgcctattcagaatggcagattcagg 
agagagtttgtgccagaatagcattgaagaacttgatggtgtccttacatccatattcaaacatgagata 
ccatattatgagttccagtctcttcaaactgaaatttgttctcaaaacaaatatactcatttcaaagaac 
ttccaactcttctccactgtgcagcaaaatttggcttaaagaacctggctattcatttgcttcaatgttc 
aggagcaacctgggcatctaagatgaaaaatatggagggttcagaccccgcacatattgctgaaaggcat 
ggtcacaaagaactcaagaaaatcttcgaagacttttcaatccaagaaattgacataaataatgagcaag 
aaaatgattatgaagaggatattgcctcattttccacatatattccttccacacagaacccagcatttca 
tcatgaaagcagaaagacatacgggcagagtgcagatggagctgaggcaaatgaaatggaaggggaagga 
aaacagaatggatcaggcatggagaccaaacacagcccactagaggttggcagtgagagttctgaagacc 
agtatgatgacttgtatgtgt teat tec tggtgctgatccagaaaataattcacaagagccactcatgag 
cagcagacctcctctccccccgccgcgacctgtagctaatgccttccaactggaaagacctcacttcacc 
ttaccagggacaatggtggaaggccaaatggaaagaagtcaaaactggggtcatcctggtgttagacaag 
aaacaggagatgaacccaaaggagaaaaagagaagaaagaagaggaaaaagagcaggaggaggaagaaga 
cccatatacttttgctgagattgatgacagtgaatatgacatgatattggccaatctgagtataaagaaa 
aaaactgggagtcggtctttcattataaatagacctcctgcccccacaccccgacccacaagtatacctc 
caaaagaggaaactacaccttacatagctcaagtgtttcaacaaaagacagccagaagacaatctgatga 
tgacaagttccgtggtcttcctaagaaacaagacagagctcggatagagagtccagccttttctactctc 
aggggctgtctaactgatggtcaggaagaactcatcctcctgcaggagaaagtaaagaatgggaaaatgt 
ctatggatgaagctctggagaaatttaaacactggcagatgggaaaaagtggcctggaaatgattcagca 
ggagaaattacgacaactacgagactgcattattgggaaaaggccagaagaagaaaatgtctataataaa 
ctcaccattgtgcaccatccaggtggtaaggaaactgcccacaatgaaaataagttttataatgtacact 
tcagcaataagcttcctgctcgaccccaagttgaaaaggaatttggtttctgttgcaagaaagatcatta 
aagaaggttattataatgaaactcacgaatctacggacattttgctttcagggtgaagcaagcttgaatt 
tggattgcctgctttctttaaagcgaattcatactataacagcagaaacaaaacttcagatttcagaatt 
tgttattggcaaaatttattctcattatacctgcttcatatgggtatattactattaaaacagaatacca 
tagagtaattgcattatttgaaaattctctcattttacaatgcacttcaccaatgaaacagctaatttcc 
attttgaaaattaaaagaaaacagcacagagaagttaaatgcggtgtagcaaagttatggggtctgcttg 
agggcactaacctcaacagattattcctcctctccttagaataaccatgaaaatacaaatttacttagca 
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catttttgctttttaagtagctggttcattttctgaatttctcacattcagagttccagtcattattgtt 
acatcatgtttgcagaaaccttgtcttatttagtgtctatttgcatataaccctgaaaacattattattt 
gaaaacttttctatatctcaaattaatatacattttcataacctacctttgtattaagacttgcaatttt 
atcaatctattatttcttagaaacaatttactagcttagaatagaaagcaatgttatcgtcatataattt 
tcatgtacaaatgccacaaataaattgaatgtttaaagctaaaaa 

82>Lyl500P, splice-2, DKFZp667Nl611 , full-length protein 

GRENRGESLAGRVQVAIiGGQQCAGPSASTATMLPAAPGKGLGS PDPAPCGPAP PGNTKD I IMI YEEDAEE 
WALY LTEV FLHWKREAI LLYRLENFS FRHLELUUiTS YKCKLLI LSNSLLRDLTPKKCQFLEKI IMS PK 
SWTLLCGVKS SDQL YELLN I SQS RWE I STEQE PEDYI SVIQS 1 1 FKDS EDYFEVN I PTDLRAKHSGE I S 
ERKE I EELSEASRNTI PLAWL PTE I PCENPGEI FI ILRDEVIGDTVEVEFTSSNKRI RTRPALWNKKVW 
CMKALEFPAGSVHVNVYCDGI VKATTKI KYYPTAKAKECLFRMADSGESLCQNS I EELDGVLTS I FKHE I 
PYYEFQSLQTEICSQNKYTHFKELPTLLHOUUCFGLKNIiM 

GHKELKKI FEDFSIQEIDI NNEQENDYEEDI AS FSTYI PSTQNPAFHHES RKTYGQS ADGAEANEMEGEG 
KQNGSOffiTKHSPLEVGSESSEDQYDDLYVFIPGADPENNSQEPLMSSRPPLPPPRPVANAFQLERPHFT 
LPGTMVEGQMERSQNWGHPGVRQETGDEPKGEKEKKEEEKEQEEEEDPYTF^ 

KTGSRSFIINRPPAPTPRPTSIPPKEETTPYIAQVFQQKTARRQSDDDKFRGLPKKQDRARIESPAFSTL 
RGCLTDGQEELI LLQE KVKNGKMSMDEAI^KFKHWQMGKSGLEMIQQEKLRQLRDC 1 1 GKRPE EENVYNK 
IjTIVHHPGGKETAHNENKFYNVHFSNKLPARPQVEKEFGFCCKKDH 

83>I*yl500P, splice-3, FLJ34204 fie, full-length cDNA 

attttggtttctcttcaagaattaacaaaccacttactcttgaattctcttctagttaacacaggcatca 
ctacttccaattgatctcaggatgtgggatcctcatacacattttgaacaaaatcctctgtttcagcaag 
gaattcatatttgcatatggtgaagatggtttctgaagtgagatcagaagtagagcttctaatgaccccc 
agaagcactgagtgaccaagtgacatacctgccaggcccattgtgtccatcgctctcagagcagctgggg 
attgtgcttggctcccagagctatggtgcaaaaggcggggtcgctagggccactcagggaaagagaaccc 
agaaacatggcatgctgacaaaaggtagtccctgcttatccagcttcactttctgctgatttagttaccc 
atggtcaactgccatctgaaaataggaaatacaaaagatataataatgatatatgaagaagatgctgagg 
aatgggctctgtacttgacagaagtatttttacatgttgtgaaaagggaagccatcctgttatatcgctt 
ggagaatttctcttttcggcatttggagttgctgaacttaacgtcttacaaatgtaaacttttgatatta 
tcaaatagcctgcttagagacctaactccaaagaaatgtcagtttctggaaaagatacttcattcaccaa 
aaagtgtagttactttgctttgtggagtgaagagttcagatcagctctatgaattactaaatatctctca 
aagcagatgggagatctcaactgaacaggaacctgaagactacatctctgtaatccagagtatcatattc 
aaagattctgaagactactttgaggtcaacattccaacagacctacgagcaaaacattctggggaaataa 
gtgagagaaaggaaattgaagaactatcagaagcttcaagaaacaccataccactagcagtggtgcttec 
cactgaaattccatgtgaggatcctggtgaaatattcataattttgagagatgaagtaattggtgatact 
gtagaggttgaatttacatcaagtaataagcgcattagaacacggccagccctttggaataagaaagtct 
ggtgcatgaaagctttagagtttcctgctggttcagtccatgtcaatgtctactgtgatggaatcgttaa 
agctacaaccaaaattaagtactacccaacagcaaaggcaaaggaatgcctattcagaatggcagattca 
ggagagagtttgtgccagaatagcattgaagaacttgatggtgtccttacatccatattcaaacatgaga 
taccatattatgagttccagtctcttcaaactgaaatttgttctcaaaacaaatatactcatttcaaaga 
acttccaactcttctccactgtgcagcaaaatttggcttaaagaacctggctattcatttgcttcaatgt 
tcaggagcaacctgggcatctaagatgaaaaatatggagggttcagaccccacacatattgctgaaaggc 
atggtcacaaagaactcaagaaaatcttcgaagacttttcaatccaagaaattgacataaataatgagca 
agaaaatgattatgaagaggatattgcctcattttccacatatattccttccacacagaacccagcattt 
catcatgaaagcaggaagacatacgggcagagtgcagatggagctgaggcaaatgaaatggaaggggaag 
gaaaacagaatggatcaggcatggagaccaaacacagcccactagaggttggcagtgagagttctgaaga 
ccagtatgatgacttgtatgtgttcattcctggtgctgatccagaaaataattcacaagagccactcatg 
agcagcagacctcctctccccccgccgcgacctgtagctaatgccttccaactggaaagacctcacttca 
ccttaccagggacaatggtggaaggccaaatggaaagaagtcaaaactggggtcatcctggtgttagaca 
agaaacaggagatgaacccaaaggagaaaaagagaagaaagaagaggaaaaagagcaggaggaggaagaa 
gacccatatacttttgctgagattgatgacagtgaatatgacatgatattggccaatctgagtataaaga 
aaaaaactgggagtcggtctttcattataaatagacctcctgcccccacaccccgacccacaagtatacc 
tccaaaagaggaaactacgccttacatagctcaagtgtttcaacaaaagacagccagaagacaatctgat 
gatgacaagttccgtggtcttcctaagaaacaagacagagctcggatagagagtccagccttttctactc 
tcaggggctgtctaactgatggtcaggaagaactcatcctcctgcaggagaaagtaaagaatgggaaaat 
gtctatggatgaagctctggagaaatttaaacactggcagatgggaaaaagtggcctggaaatgattcag 
caggagaaattacgacaactacgagactgcattattgggaaaaggccagaagaagaaaatgtctataata 
aactcaccattgtgcaccatccaggtggtaaggaaactgcccacaatgaaaataagttttataatgtaca 
cttcagcaataagcttcctgctcgaccccaagttgaaaaggaatttggtttctgttgcaagaaagatcat 
taaagaaggttattataatgaaactcacgaatctacggacattttgctttcagggtgaagcaagcttgaa 
tttggattgcctgctctctttaaagcgaattcatactatgacagcagaaacaaaacttcagatttcagaa 
tttgttattggcaaaatttattctcattatacctgcttcatatgggtatattactattaaaacagaatac 
catagagtaattgcattatttgaaaattctctcattttacaatgcacttcaccaatgaaacagctaattt 
ccattttgaaaattaaaagaaaacagcacagagaagttaaatgcggtgtagcaaagttatggggtctgct 
tgagggcactaacctcaacagattattcctcccctccttagaataaccatgaaaatacaaatttacttag 
cacatttctgctttttaagtagctggttcattttctgaatttctcacattcagagttccagtcattattg 
ttacatcatgtttgcagaaaccttgtcttatttagtgtctatttgcatataaccctgaaaacattattat 
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ttgaaaacttttctatatctcaaattaatatacattttcataacctacctttgtattaagacttgcaatt 
ttatcaatctattatttcttagaaacaatttactagcttagaatagaaagcaatgttatcgtcatataat 
tttcatgtacaaatgccacaaataaattgaatgtttaaagctatgtctgagtttttaaagtaaatttata 
agaattagccaataaaattgcttctcggccttttggctaagatc 

84>Lyl500P, splice-3, FLJ34204 fis, full-length protein 

MVNCKLKIGNTKDI IMI YEEDAEEW ALYLTEVFLHWKREAI LL YRLENFS FRHLELLNLTS YKCKL.L. I h 
SNSLLRDLTPKKCQFLEKILHSPKSVVTLLOGVKSSDQL^ 

KDSEDY FEVNI PTDLRAKHSGE I SERKE I BELSEASRKT I PLAWLPTE I PCEDPGE I FI I LRDEVIGDT 
VEVEFTSSNKRIRTRPALWNKKVWOTKALEFPAGSVHVNVYCTC KYYPTAKAKECLFRMADS 
GESLCQNS I EELDGVLTS I FKHE I PYYE FQS LQTE I CSQNKYTHFKELPTLLHCAAKFGLKNLAI HLLQC 
SGATWASKMKNMEGSDPTHIAERHGHKELKKI FEDFSIQEIDINNEQENDYEEDIASFSTYI PSTQNPAF 
HHESRKTYGQSADGAEANEMEGEGKQNGS<31ETKHSPLEV^ 

SSRPPLPPPRPVANAFQLERPHFTLPGTMVEGQMERSQNWGHPGVRQETGDEPKGEKEKKEEEKEQE^ 
DPYTFAEIDDSEYDMILANLSIKKKTGSRSFIINRPPAPTPRPTSIPPKEETTPYIAQVFQQiCTARRQSD 
DDKFRGLPKKQORARI ES PAFSTLRGCLTDGQEELI LWEKYKNGKMSMDEALEKFKHWQMGKSGI^EM 
QEKLRQLRDCI IGKRPEEENVYNKLTI VHHPGGKETAHNENKFYNVHFSNKLPARPQVEKEFGFCCKKDH 
8 5>Lyl516P, 01d-SEQ-ID_8949 , partial cDNA 

cctctcagaaaactgagcatactagcaagacagctcttcttgaaaaaaaaaatatgtata 
cacaaatatatacgtatatctatatatacgtatgtatatacacacatgtatattcttcct 
tgattgtgtagctgtccaaaataataacatatatagagggagctgtattcctttatacaa 
atctgatggctcctgcagcactttttccttctgaaaatatttacattttgctaacctagt 
ttgttactttaaaaatcagttttgatgaaaggagggaaaagcagatggacttgaaaaaga 
tccaagctcctattagaaaaggtatgaaaatctttatagtaaaattttttataaactaaa 
gttgtaccttttaatatgtagtaaactctcatttatttggggttcgctcttggatctcat 
ccatccattgtgttctctttaatgctgcctgccttttgaggcattcactgccctagacaa 
tgccaccagagatagtgggggaaatgccagatgaaaccaactcttgctctcactagttgt 
cagcttctctggataagtgaccac 

86>Lyl516P, Similar to CD47 antigen, splice_form-l, full-length cDNA 

agcggagtgggtcctgcctgtgacgcgcggcggcggtcggtcctgcctgtaacggcggcggcggctgctg 

ctccagacacctgcggcggcggcggcgaccacgcggcgggcgcggagatgtggcccctggtagcggcgct 

gttgctgggctcggcgtgctgcggatcagctcagctactatttaataaaacaaaatctgtagaattcacg 

ttttgtaatgacactgtcgtcattccatgctttgttactaatatggaggcacaaaacactactgaagtat 

acgtaaagtggaaatttaaaggaagagatatttacacctttgatggagctctaaacaagtccactgtccc 

cactgactttagtagtgcaaaaattgaagtctcacaattactaaaaggagatgcctctttgaagatggat 

aagagtgatgctgtctcacacacaggaaactacacttgtgaagtaacagaattaaccagagaaggtgaaa 

cgatcatcgagctaaaatatcgtgttgtttcatggttttctccaaatgaaaatattcttattgttatttt 

cccaatttttgctatactcctgttctggggacagtttggtattaaaacacttaaatatagatccggtggt 

atggatgagaaaacaattgctttacttgttgctggactagtgatcactgtcattgtcattgttggagcca 

ttcttttcgtcccaggtgaatattcattaaagaatgctactggccttggtttaattgtgacttctacagg 

gatattaatattacttcactactatgtgtttagtacagcgattggattaacctccttcgtcattgccata 

ttggttattcaggtgatagcctatatcctcgctgtggttggactgagtctctgtattgcggcgtgtatac 

caatgcatggccctcttctgatttcaggtttgagtatcttagctctagcacaattacttggactagttta 

tatgaaatttgtggcttccaatcagaagactatacaacctcctaggaataactgaagtgaagtgatggac 

tccgatttggagagtagtaagacgtgaaaggaatacacttgtgtttaagcaccatggccttgatgattca 

ctgttggggagaagaaacaagaaaagtaactggttgtcacctatgagacccttacgtgattgttagttaa 

gtttttattcaaagcagctgtaatttagttaataaaataattatgatctatgttgtttgcccaattgaga 

tccagttttttgttgttatttttaatcaattaggggcaatagtagaatggacaatttccaagaatgatgc 

ctttcaggtcctagggcctctggcctctaggtaaccagtttaaattggttcagggtgataactacttagc 

actgccctggtgattacccagagatatctatgaaaaccagtggcttccatcaaacctttgccaactcagg 

ttcacagcagctttgggcagttatggcagtatggcattagctgagaggtgtctgccacttctgggtcaat 

ggaataataaattaagtacaggcaggaatttggttgggagcatcttgtatgatctccgtatgatgtgata 

ttgatggagatagtggtcctcattcttgggggttgccattcccacattcccccttcaacaaacagtgtaa 

caggtccttcccagatttagggtacttttattgatggatatgttttccttttattcacataaccccttga 

aaccctgtcttgtcctcctgttacttgcttctgctgtacaagatgtagcaccttttctcctctttgaaca 

tggtctagtgacacggtagcaccagttgcaggaaggagccagacttgttctcagagcactgtgttcacac 

ttttcagcaaaaatagctatggttgtaacatatgtattcccttcctctgatttgaaggcaaaaatctaca 

gtgtttcttcacttcttttctgatctggggcatgaaaaaagcaagattgaaatttgaactatgagtctcc 

tgcatggcaacaaaatgtgtgtcaccatcaggccaacaggccagcccttgaatggggatttattactgtt 

gtatctatgttgcatgataaacattcatcaccttcctcctgtagtcctgcctcgtactccccttccccta 

tgattgaaaagtaaacaaaacccacatttcctatcctggttagaagaaaattaatgttctgacagttgtg 

atcgcctggagtacttttagacttttagcattcgttttttacctgtttgtggatgtgtgtttgtatgtgc 

atacgtatgagataggcacatgcatcttctgtatggacaaaggtggggtacctacaggagagcaaaggtt 

aattttgtgcttttagtaaaaacatttaaatacaaagttctttattgggtggaattatatttgatgcaaa 

tatttgatcacttaaaacttttaaaacttctaggtaatttgccacgctttttgactgctcaccaataccc 

tgtaaaaatacgtaattcttcctgtttgtgtaataagatattcatatttgtagttgcattaataatagtt 

atttcttagtccatcagatgttcccgtgtgcctcttttatgccaaattgattgtcatatttcatgttggg 



32/49 



WO 03/062401 



FS03/02353 



accaagtagtttgcccatggcaaacctaaatttatgacctgctgaggcctctcagaaaactgagcatact 
agcaagacagctcttcttgaaaaaaaaaatatgtatacacaaatatatacgtatatctatatatacgtat 
gtatatacacacatgtatattcttccttgattgtgtagctgtccaaaataataacatatatagagggagc 
tgtattcctttatacaaatctgatggctcctgcagcactttttccttctgaaaatatttacattttgcta 
acctagtttgttactttaaaaatcagttttgatgaaaggagggaaaagcagatggacttgaaaaagatcc 
aagctcctattagaaaaggtatgaaaatctttatagtaaaattttttataaactaaagttgtacctttta 
atatgtagtaaactctcatttatttggggttcgctcttggatctcatccatccattgtgttctctttaat 
gctgcctgccttttgaggcattcactgccctagacaatgccaccagagatagtgggggaaatgccagatg 
aaaccaactcttgctctcactagttgtcagcttctctggataagtgaccacagaagcaggagtcctcctg 
cttgggcatcattgggccagttccttctctttaaatcagatttgtaatggctcccaaattccatcacatc 
acatttaaattgcagacagtgttttgcacatcatgtatctgttttgtcccataatatgctttttactccc 
tgatcccagtttctgctgttgactcttccattcagttttatttattgtgtgttctcacagtgacaccatt 
tgtccttttctgcaacaacctttccagctacttttgccaaattctatttgtcttctccttcaaaacattc 
tcctttgcagttcctcttcatctgtgtagctgctcttttgtctcttaacttaccattcctatagtacttt 
atgcatctctgcttagttctattagttttttggccttgctcttctccttgattttaaaattccttctata 
gctagagcttttctttctttcattctctcttcctgcagtgttttgcatacatcagaagctaggtacataa 
gttaaatgattgagagttggctgtatttagatttatcactttttaatagggtgagcttgagagttttctt 
tctttctgttttttttttttttttttttgactaatttcacatgctctaaaaaccttcaaaggtgattatt 
tttctcctggaaactccaggtccattctgtttaaatccccaagaatgtcagaattaaaataacagggcta 
tcgcgtaattggaaatatttcttttttcaggatgctatagtcaatttagtaagtgaccaccaaattgtta 
tttgcactaacaaagctcaaaacacgataagtttactcctccatctcagtaataaaaattaagctgtaat 
caaccttctaggtttctcttgtcttaaaatgggtattcaaaaatggggatctgtggtgtatgtatggaaa 
cacatactccttaatttacctgttgttggaaactggagaaatgattgtcgggcaaccgtttattttttat 
tgtattttatttggttgagggatttttttataaacagttttacttgtgtcatattttaaaattactaact 
- gccatcacctgctggggtcctttgttaggtcattttcagtgactaatagggataatccaggtaactttga 
agagatgagcagtgagtgaccaggcagtttttctgcctttagctttgacagttcttaattaagatcattg 
aagaccagctttctcataaatttctctttttgaaaaaaagaaagcatttgtactaagctcctctgtaaga 
caacatcttaaatcttaaaagtgttgttatcatgactggtgagagaagaaaacattttgtttttattaaa 
tggagcattatttacaaaaagccattgttgagaattagatcccacatcgtataaatatctattaaccatt 
ctaaataaagagaactccagtgttgctatgtgcaagatcctctcttggagcttttttgcatagcaattaa 
aggtgtgctatttgtcagtagccatttttttgcagtgatttgaagaccaaagttgttttacagctgtgtt 
accgttaaaggtttttttttttatatgtattaaatcaatttatcactgtttaaagctttgaatatctgca 
atctttgccaaggtacttttttatttaaaaaaaaacataactttgtaaatattaccctgtaatattatat 
atacttaataaaacattttaagctaaaaaaaaaaaaacaaaaaaaaaaaaaaaa 

87>Lyl516P, Similar to CD47 antigen, splice_f orm-l, full-length protein 
mwplvaalllgsaccx3saqllfnktksveftfcndtvvi pcfvtnmeaqnttevyvkwkfkgrdi ytfdg 
alnkstvptdfss aki evsqllkgdas lkmdksdavshtgnytcevteltreget 1 1 elkyrwswfspn 
enilivi fpifaillfwgqfgiktlkyrsggmdektiallvaglviwivivgailfvpgeyslknatgl 
glivtstgililijiywfstaigltsfviailviq 
aqllglvymkfvasnqktiqpprnn 

88>Lyl516P, cDNA DKFZp313F0317, splice_f orm-2 , partial cDNA 

ggagatattttcttgttcaatttaaggagaggtaaatttggtatcaatagaaaaaatgtttctgaaaaat 

ttaaaccctggaaatgtatttatggcatggagtcagatgtttcagggagagaagaacaaatcaagaagca 

ttgcaagtatgctcatatggaatgcttaaggcttgtggttaaaaaatatatatatatggctgtcaatgtc 

ttaggctcatggtagcagcagaaatcgtaataattcttttgtcacatgggttatatceatattggagaga 

attaactcaggtgaaattaacttgtacactgtttggttttataatatttagagggatcacaactgactga 

tgtccctttgaagtaccattcttcataaatcttttttttttcagaatgggccagccaactgtgacatccc 

ttggatcggagatttagaactagaaagtattctttctacattattagggaagaaaaggagttacttggcg 

gttagcaatattctattttgttttgttttgtttttagagacagggtctcattatgttgaccaggctggcc . 

tcgagctcctgggctcaagcaatgctcccacctcagcctcccaagtagctgggactacgggcatgtgcca 

ctacacctggcagtgtttattctgataaatacatttatgagctcaaaaatgtaactctaaaaccttatct 

ctgaacttccatattaccatcagaaatttagatagttgtttagttctctttttctttgtagaacatagat 

ataaggcatggtttcattgaagtcagttgtatatacatgtaactatcctgatgttcccaaataaagctct 

gtatttatgcttagtttattggggaggctgctaaatgtagtgcatcccaacccattttaccctgttctac 

tttaaaaagaggttggcttcttgtttggatacaaggaccaagtcactcccccaggttcctccacagtaag 

99 a 99cctatttaaagccgcccatggcactaacagaaactggactcctatgagctcagatacataactgg 

gcctcacaggggtgggacagtatgtagtctaggaattggaaggatccattccatatcaaagaactgaagc 

atcgtgttgccctctcagcagcaagagtaaggtgatgcccctgtcagttatagttcctgagttcctctgt 

ctttgattctttgcctattagccagctagctcaccctcttgtttatgccactgttttttatcctattcat 

gccttctcacagacaacttttcttacctacagctttggactcatccttgtctcctttctgtttctttttc 

actttcccttcccatcaccaactttctgggtttttttctgtttcttcttagagtccagtggcagggagaa 

acttgtcagtccagtctgttgccatttttcctgtttgagaaagactcaccagcttttggctggctcacag 

attggctttccttgggtcaggacccacccttttccctgccagctttggaagcttgacagaattcgagtgt 

gcagtggtggtaaataaatagtaaggaacacagagcagtcctggaggcgtgcctccatctgctgatgaga 

aaatccagtgctgtcatccagcccaggtcccagcggaatgggcctctctgttcagtaggatccccctcct 

gctgagtggttcatggcatgtttctgttcaacgcttttccatctgtaggattcttattctgtatttattt 
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gtttttttgggtttttttattttttgagatggagtctcgctctgtcgcccaggctggagtgcagtggcac 
gaccccagctcgctgcagcctctgcctcccaggacgagggagatcctcccacctcagccttccacgtagc 
tgggactacaggcatgcaccacaggcatgcaccaccacgccagctaatttttgtatctttggtagagaca 
gggttgcatcatgttgcccaggctggtcttgaatgcctgagctcaagcaatctatttgccttggcctccc 
aaagtgctgggattacaggcatgagccaccacggccagccttctcatttgttttttttataaggaagcta 
tctcttcttccctccccaactagggtattctttttccctttcgtcactttgctcatgtactgtattcctt 
caacttcattaatgaatccatttggaagcagtgaaaaaggcaactcagaaagctaagaagaaatagatag 
aggaatactcagagctatctgagtattttctttagtttgttagctctttggagctttgaaactggaaaga 
cccagggagtgatgtggagaaagagactgagcttgtaagacacaggagcagtgagctaagggagatggag 
tagtggggacaaattctggcacattctgtctacactctgggtagatagaggagggaggatggagcaccca 
tggtgggggtatgttggtgacagcattttcccaccagccagtgtaacaagtggctgatttgggggaaaga 
tggcataaacaaatgagagaatgtgtttactatttgatgtagatgggttatttgcttcatttttcaaatc 
agtgtatataatcaagaatattcagcatgtttgaatagactgtcagagctggaactctttcattaacatc 
tctggcacctttagttttagccctgaacattttatcttaaaattaaacattaccaaatgccttagtttat 
ttcatttattaaatttatattcttatttgttatttatatcagcttccaatcagaagactatacaacctcc 
taggaataactgaagtgaagtgatggactccgatttggagagtagtaagacgtgaaaggaatacacttgt 
gtttaagcaccatggccttgatgattcactgttggggagaagaaacaagaaaagtaactggttgtcacct 
atgagacccttacgtgattgttagttaagtttttattcaaagcagctgtaatttagttaataaaataatt 
atgatctatgttgtttgcccaattgagatccagttttttgttgttatttttaatcaattaggggcaatag 
tagaatggacaatttccaagaatgatgcctttcaggtcctagggcctctggcctctaggtiaaccagttta 
aattggttcagggtgataactacttagcactgcccctggtgattaccccagagatatctatgaaaaccag 
tggcttccatcaaacctttgccaactcaggttcacagcagctttgggcagttatggcagtatggcattag 
ctgagaggtgtctgccacttctgggtcaatggaataataaattaagtacaggcaggaatttggttgggag 
catcttgtatgatctccgtatgatgtgatattgatggagatagtggtcctcattcttgggggttgccatt 
cccacattcccccttcaacaaacagtgtaacaggtccttcccagatttagggtacttttattgatggata 
tgttttccttttattcacataaccccttgaaaccctgtcttgtcctcctgttacttgcttctgctgtaca 
agatgtagcaccttttctcctctttgaacgtggtctagtgacacggtagcaccagttgcaggaaggagcc 
agacttgttctcagagcactgtgtt'cacacttttcagcaaaaatagctatggttgtaacatatgtattcc 
cttcctctgatttgaaggcaaaaatctacagtgtttcttcacttcttttctgatctggggcatgaaaaaa 
gcaagattgaaatttgaactatgagtctcctgcatggcaacaaaatgtgtgtcaecatcaggccaacagg 
ccagcccttgaatggggatttattactgttgtatctatgttgcatgataaacattcatcaccttcctcct 
gtagtcctgcctcgtactccccttcccctatgattgaaaagtaaacaaaacccacatttcctatcctggt 
tagaagaaaataaatgttctgacagttgtgatcgcctggagtacttttagacttttagcattcgtttttt 
acctgtttgtggatgtgtgtttgtatgtgcatacgtatgagataggcacatgcatcttctgtatggacaa 
aggtggggtacctacaggagagcaaaggttaattttgtgcttttagtaaaaacatttaaatacaaagttc 
tttattgggcggaattatatttgatgcaaatatttgatcacttaaaacttttaaaacttctaggtaattt 
gccacgctttttgactgctcaccaataccctgtaaaaatacgtaattcttcctgtttgtgtaataagata 
ttcatatttgtagttgcattaataatagttatttcttagtccatcagatgttcccgtgtgcctcttttat 
gccaaattgattgtcatatttcatgttgggaccaagtagtttgcccatggcaaacctaaatttatgacct 
gctgaggcctctcagaaaactgagcatactagcaagacagctcttcttgaaaaaaaaaatatgtatacac 
aaatatatacgtatatctatatatacgtatgtatatacacacatgtatattcttccttgattgtgtagct 
gtccaaaataataacatacatagagggagctgtattcctttatacaaatctgatggctcctgcagcactt 
tttccttctgaaaatatttacattttgctaacctagtttgttactttaaaaatcagttttgatgaaagga 
gggaaaagcagatggacttgaaaaagatccaagctcctattagaaaaggtatgaaaatctttatagtaaa 
attttttataaactaaagttgtaccttttaatatgtagtaaactctcatttatttggggttcgctcttgg 
atctcatccatccattgtgttctctttaatgctgcctgccttttgaggcattcactgccctagacaatgc 
caccagagatagtgggggaaatgccagatgaaaccaactcttgctctcactagttgtcagcttctctgga 
taagtgaccacagaagcaggagtcctcctgcttgggcatcattgggccagttccttctctttaaatcaga 
tttgtaatggctcccaaattccatcacatcacatttaaattgcagacagtgttttgcacatcatgtatct 
gttttgtcccataatatgctttttactccctgatcccagtttctgctgttgactcttccattcagtttta 
ttaattgtgtgttctcacagtgacaccatttgtccttttctgcaacaacctttccagctacttttgccaa 
attctatttgtcttctccttcaaaacattctcctttgcagttcctcttcatctgtgtagctgctcttttg 
tctcttaacttaccattcctatagtactttacgcatctctgcttagttctattagttttttggccttgct 
cttctccttgattttaaaattccttctatagctagagcttttctttctttcattctctcttcctgcagtg 
ttttgcatacatcagaagctaggtacataagttaaatgattgagagttggctgtatttagatttatcact 
ttttaatagggtgagcttgagagttttctttctttctggtttttttttttttttttttttttttttgact 
aatttcacatgctctaaaaaccttcaaaggtgattatttttctcctggaaactccaggtccattctgttt 
aaatccctaagaatgtcagaattaaaataacagggctatcccgtaattggaaatatttcttttttcagga 
tgctatagtcaatttagtaagtggccaccaaattgttatttgcactaacaaagctcaaaacacgataagt 
ttactcctccatctcagtaataaaaattaagctgtaatcaaccttctaggtttctcttgtcttaaaatgg 
gtattcaaaaatggggatctgtggtgtatgtatggaaacacatactccttaatttacctgttgttggaaa 
ctggagaaatgattgtcgggcaaccgtttattttttattgtattttatttggttgagggatttttttata 
aacagt tt tact tgtgtcatattttaaaattactaactgccatcacctgctggggtcctttgttagg tea 
ttttcagtgactaatagggataatccaggtaactttgaagagatgagcagggagtgaccaggcagttttc 
ttgcctttagctttgacagttettaattaagatcattgaagaccagctttctcataaatttctctttttg 
aaaaaagaaagcatttgtactaagctcctctgtaagacaacatcttaaatcttaaaagtgttgttatcat 
gactggtgagagaagaaaacgttttgtttttattaaatggagcattatttacaaaaagccattgttgaga 
attagatcccacatcgtataaatatctattaaccattctaaataaagagaactccagtgttgctatgtgc 
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aagatcctctcttggagcttttttgcatagcaattaaaggtgtgctatttgtcagtagccatttttttgc 

agtgatttgaagaccaaagttgttttacagctgtgttaccgttaaaggtttttttttttatatgtattaa 

atcaatttatcactgtttaaagctttgaatatctgcaatctttgccaaggtacttttttatttaaaaaaa 

aacataactttgtaaatattaccctgtaatattatatatacttaataaaacattttaagctataaaaaaa 

89>lyl516p, flj39351 fis, clone peblm2 001072, splice_f orm-3 , partial cdna 

ttttaaaacttctaggtaatttgccacgctttttgactgctcaccaataccctgtaaaaatacgtaattc 

ttcctgtttgtgtaataagatattcatatttgtagttgcattaataatagttatttcttagtccatcaga 

tgttcccgtgtgcctcttttatgccaaattgattgtcatatttcatgttgggaccaagtagtttgcccat 

ggcaaacctaaatttatgacctgctgaggcctctcagaaaactgagcatactagcaagacagctcttctt 

gaaaaaaaaaatatgtatacacaaatatatacgtatatctatatatacgtatgtatatacacacatgtat 

attcttccttgattgtgtagctgtccaaaataataacatatatagagggagctgtattcctttatacaaa 

tctgatggctcctgcagcactttttccttctgaaaatatttacattttgctaacctagtttgttacttta 

aaaatcagttttgatgaaaggagggaaaagcagatggacttgaaaaagatccaagctcctattagaaaag 

gtatgaaaatctttatagtaaaattctttataaactaaagttgtaccttttaatatgtagtaaactctca 

tttatttggggttcgctcttggatctcatccatccattgtgttctctttaatgctgcctgccttttgagg 

cattcactgccctagacaatgccaccagagatagtgggggaaatgccagatgaaaccaactcttgctctc 

actagttgtcagcttctctggataagtgaccacagaagcaggagtcctcctgcttgggcatcattgggcc 

agttccttctctttaaatcagatttgtaatggctcccaaattccatcacatcacatttaaattgcagaca 

gtgttttgcacatcatgtatctgttttgtcccataatatgctttttactccctgatcccagtttctgctg 

ttgactcttccattcagttttatttattgtgtgttctcacagtgacaccatttgtccttttctgcaacaa 

cctttccagctaGttttgccaaattctatttgtcttctccttcaaaacattctcctttgcagttcctctt 

catctgtgtagctgctcttttgtctcttaacttaccattcctatagtactttatgcatctctgcttagtt 

ctattagttttttggccttgctcttctccttgattttaaaattccttctatagctagagcttttctttct 

ttcattctctcttcctgcagtgttttgcatacatcagaagctaggtacataagttaaatgattgagagtt 

ggctgtatttagatttatcactttttaatagggtgagcttgagagttttctttctttctgtttttttttt 

ttttttttttttttttttttttgactaatttcacatgctctaaaaaccttcaaaggtgattatttttctc 

ctggaaactccaggtccattctgtttaaatccctaagaatgtcagaattaaaacaacagggctatcccgt 

aattggaaatatttcttttttcaggatgctatagtcaatttagtaagtgaccaccaaattgttatttgca 

ctaacaaagctcaaaacacgataagtttactccttcatctcagtaataaaaattaagctgtaatcaacct 

tctaggtttctcttgtcttaaaatgggtattcaaaaatggggatctgtggtgtatgtatggaaacacata 

ctccttaatttacctgttgttggaaactggagaaatgattgtcgggcaaccgtttattttttattgtatt 

ttatttggttgagggatttttttataaacagttttacttgtgtcatattttaaaattactaactgccatc 

acctgctggggtcctttgttaggtcattttcagtgactaatagggataatccaggtaactttgaagagat 

gagcagtgagtgaccaggcagtttttctgcctttagctttgacagttcttaattaagatcattgaagacc 

agctttctcataaatttctctttttgaaaaaaagaaagcatttgtactaagctcctctgtaagacaacat 

cttaaatcttaaaagtgttgttatcatgactggtgagagaagaaaacattttgtttttattaaatggagc 

attatttacaaaaagccattgttgagaattagatcccacatcgtataaatatctattaaccattctaaat 

aaagagaactccagtgttgctatgtgcaagatcctctcttggagcttttttgGatagcaattaaaggtgt 

gctatttgtcagtagccatttttttgcagtgatttgaagaccaaagttgttttacagctgtgttaccgtt 

aaaggtttttttttttatatgtattaaatcaatttatcactgtttaaagctttgaatatctgcaatcttt 

gccaaggtacttttttatttaaaaaaaaacataactttgtaaatattaccctgtaatattatatatactt 
aa t aaaaca t t t t aagc t 

90>Lyl678P, Old-SEQ-ID_8607, partial cDNA 

ccatatcatgtaccaaaagttgctgaagtttctcttctagctggtaaagtaggagtttgc 

atgacttcacactttttttgcgtagtttcttctgttgtatgatggcgtgagtgtgtgtct 

tgggtaccgctgtgtactactgtgtgcctagattccatgcactctcgttgtgtttgaagt 

aaatattggagaccggagggtaacaggttggcctgttgattacagctagtaatcgctgtg 

tcttgttccgccccctccctgacaccccagcttcccaggatgtggaaagcctggatctca 

gctccttgccccatatcccttctgtaatttgtacctaaagagtgtgattatcctaattca 

agagtcactaaaactcatcacattatcattgcatatcagcaaagggtaaagtcctagcac 

caattgcttcacataccagcatgttccatttccaatttagaattagccacataataaaat 

cttagaatcttccttgagaaagagctgcctgagatgtagttttgntatatggntccccac 
cgaccatttt 

91>Lyl678P, splice_f orm_la (shorter) , partial cDNA 

ccatatcatgtaccaaaagttgctgaagtttctcttctagctggtaaagtaggagtttgcatgacttcacactttttttg 
cgtagtttcttctgttgtatgatggcgtgagtgtgtgtcttgggtaccgctgtgtactactgtgtgcctagattccatgc 
actctcgttgtgtttgaagtaaatattggagaccggagggtaacaggttggcctgttgattacagctagtaatcgctgtg 
tcttgttccgccccctccctgacaccccagcttcccaggatgtggaaagcetggatctcagctccttgccccatatccct 
tctgtaatttgtacctaaagagtgtgattatcctaattcaagagtcactaaaactcatcacattatcattgcatatcagc 
aaagggtaaagtcctagcaccaattgcttcacataccagcatgttccatttccaatttagaattagccacataataaaat 
cttagaatcttccttgagaaagagctgcctgagatgtagttttgttatatggttccccaccgaccatttttgtgcttttt 
tcttgttttgttttgttttgactgcactgtgagttttgtagtgtcctcttcttgccaaaacaaacgcgagatgaactgga 
cttatgtagacaaatcgtgatgccagtgtatccttcctttcttcagttccagcaataatgaatggtcaacttttttaaaa 
tctagatctctctcattcatttcaatgtatttttactttaagatgaaccaaaattattagacttatttaagatgtacagg 
catcagaaaaaagaagcacataatgcttttggtgcgatggcactcactgtgaacatgtgtaaccacatattaatatgcaa 
tattgtttccaatactttctaatacagttttttataatgttgtgtgtggtgattgttcaggtcgaatctgttgtatccag 
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tacagctttaggtcttcagctgcccttctggcgagtacatgcacaggattgtaaatgagaaatgcagtcatatttccagt 
ctgcctctatgatgatgttaaattattgctgtttagctgtgaacaagggatgtaccactggaggaatagagtatcctttt 
gtacacattttgaaatgcttcttctgtagtgatagaacaaataaatgcaacgaatactctgtcaaaaaaaaaaaaaaaaa 
aaaaaaaaa 

92>Lyl678P, splice_form_lb (longer) , partial cDNA 

ccatatcatgtaccaaaagttgctgaagtttctcttctagctggtaaagtaggagtttgcatgacttcacactttttttg 
cgtagtttcttctgttgtatgatggcgtgagtgtgtgtcttgggtaccgctgtgtactactgtgtgcctagattccatgc 
actctcgttgtgtttgaagtaaatattggagaccggagggtaacaggttggcctgttgattacagctagtaatcgctgtg 
tcttgttccgccccctccctgacaccccagcttcccaggatgtggaaagcctggatctcagctccttgccccatatecct 
tctgcaatttgtacctaaagagtgtgattatcctaattcaagagtcactaaaactcatcacattatcattgcatatcagc 
aaagggtaaagtcctagcaccaattgcttcacataccagcatgttccatttccaatttagaattagccacataataaaat 
cttagaatcttccttgagaaagagctgcctgagatgtagttttgttatatggttccccaccgaccatttttgtgcttttt 
tcttgttttgttttgttttgactgcactgtgagttttgtagtgtcctcttcttgccaaaacaaacgcgagatgaactgga 
cttatgtagacaaatcgtgatgccagtgtatccttcctttcttcagttccagcaataatgaatggtcaacttttttaaaa 
tctagatctctctcattcatttcaatgtatttttactttaagatgaaccaaaattattagacttatttaagatgtacagg 
catcagaaaaaagaagcacataatgcttttggtgcgatggcactcactgtgaacatgtgtaaccacatattaatatgcaa 
tattgtttccaatactttctaatacagttttttataatgttgtgtgtggtgattgttcaggtcgaatctgttgtatccag 
tacagctttaggtcttcagctgcccttctggcgagtacatgcacaggattgtaaatgagaaatgcagtcatatttccagt 
ctgcctctatgatgatgttaaattattgctgtttagctgtgaacaagggatgtaccactggaggaatagagtatcctttt 
gtacacattttgaaatgcttcttctgtagtgatagaacaaataaatgcaacgaatactctgtctgccctatcccgtgaag 
tccacactggcgtaagagaaggcccagcagagcaggaatctgcctagactttctcccaatgagatcccaatatgagaggg 
agaagagatgggcctcaggacagctgcaataccacttgggaacacatgtggtgtcttgatgtggccagcgcagcagttca 
gcacaacgtacctcccatctacaacagtgctggacgtgggaattctaagtcccagtcttgagggtgggtggagatggagg 
gcaacaagagatacatttccagttctccactgcagcatgcttcagtcattctgtgagtggccgggcccagggccctcaca 
atttcactaccttgtctttacatagtcataagaattatcctcaacatagccttttgacgcttgtaaatcttgagtattca 
atttaacccttttctgaatctccctggaaacaggtgcctgcctggattgccttcttcttcc 

93>Lyl678P, slice_f orm_2 , partial cDNA 

gaattccggcgtcgcggacgcatcccagtctgggcgggacgctcggccgcggcgaggcgggcaagcctggcagggcagag 
ggagccccggctccgaggttgctcttcgcccccgaggatcagtcttggccccaaagcgcgacgcacaaatccacataacc 
tgaggaccatggatgctgatgagggtcaagacatgtcccaagtttcagggaaggaaagcccccctgtaagcgatactcca 
gatgagggcgatgagcccatgccgatccccgaggacctctccaccacctcgggaggacagcaaagctccaagagtgacag 
agtcgtggccagtaatgttaaagtagagactcagagtgatgaagagaatgggcgtgcctgtgaaatgaatggggaagaat 
gtgcggaggatttacgaatgcttgatgcctcgggagagaaaatgaatggctcccacagggaccaaggcagctcggctttg 
tcgggagttggaggcattcgacttcctaacggaaaactaaagtgtgatatctgtgggatcatttgcatcgggcccaatgt 
gc t catgg 1 1 cacaaaagaagccacac tggagaacggccc 1 1 ccag tgcaa t cag tgcggggcct ca 1 1 cacccagaagg 
gcaacctgctccggcacatcaagctgcattccggggagaagcccttcaaatgccacctctgcaactacgcctgccgccgg 
agggacgccctcactggccacctgaggacgcactccgttggtaaacctcacaaatgtggatattgtggccgaagctataa 
acagcgaagctctttagaggaacataaagagcgctgccacaactacttggaaagcatgggccttccgggcacactgtacc 
cagtcattaaagaagaaactaatcacagtgaaatggcagaagacctgtgcaagataggatcagagagatctctcgtgctg 
gacagactagcaagtaacgtcgccaaacgtaagagctctatgcctcagaaatttcttggggacaagggcctgtccgacac 
gccctacgacagcagcgccagctacgagaaggagaacgaaatgatgaagtcccacgtgatggaccaagccatcaacaacg 
ccatcaactacctgggggccgagtccctgcgcccgctggtgcagacgcccccgggcggttccgaggtggtcccggtcatc 
agcccgatgtaccagctgcacaagccgctcgcggagggcaccccgcgctccaaccactcggcccaggacagcgccgtgga 
gaacctgctgctgctctccaaggccaagttggtgccctcggagcgcgaggcgtccccgagcaacagctgtcaagactcca 
cggacaccgagagcaacaacgaggagcagcgcagcggtctcatctacctgaccaaccacatcgccccgcacgcgcgcaac 
ggcttgtcgctcaaggaggagcaccgcgcctacgacctgctgcgcgccgcctccgagaactcgcaggacgcgctccgcgt 
ggtcagcaccagcggggagcagatgaaggtgtacaagtgcgaacactgccgggtgctcttcctggatcacgtcatgtaca 
ccatccacatgggctgccacggcttccgtgatccttttgagtgcaacatgtgcggctaccacagccaggaccggtacgag 
ttctcgtcgcacataacgcgaggggagcaccgcttccacatgagctaaagccctcccgcgcccccaccccagaccccgag 
ccaccccaggaaaagcacaaggactgccgccttctcgctcccgccagcagcatagactggactggaccagacaatgttgt 
gtttggatttgtaactgttttttgttttttgtttgagttggttgattggggtttgatttgcttttgaaaagatttttatt 
tttagaggcagggctgcattgggagcatccagaactgctaccttcctagatgtttccccagaccgctggctgagattccc 
tcacctgtcgcttcctagaatccccttctccaaacgattagtctaaattttcagagagaaatagataaaacacgccacag 
cctgggaaggagcgtgctctaccctgtgctaagcacggggttcgcgcaccaggtgtctttttccagtccccagaagcaga 
gagcacagcccctgctgtgtgggtctgcaggtgagcagacaggacaggtgtgccgccacccaagtgccaagacacagcag 
ggccaacaacctgtgcccaggccagcttcgagctacatgcatctagggcggagaggctgcacttgtgagagaaaatactt 
atttcaagtcatattctgcggtaggaaaatgattgggttggggaaagtcggtgtctgtcagactgccctgggtggaggga 
gacgccgggttagagcctttgggatcgtcctggattcactggcttgggggaggctgttcagatggcctgagcctcccgag 
gcttgctgccccgtaggaggagactgtcttcccgtgggcatatctggggagccctgttccccgctttttcactcccatac 
ctttaatggcccccaaaatctgtcactacaatttaaacaccagtcccgaaatttggatcttctttctttttgaatctctc 
aaacggcaacattcctcagaaaccaaagctttatttcaaatctcttccttccctggctggttccatctagtaccagaggc 
ctcttttcctgaagaaatccaatcctagccctcattttaattatgtacatctgcttgtagccacaagcctgaatttctca 
gtgttggtaagtttctttacctaccctcactatatattattctcgttttaaaacccataaaggagtgatttagaacagtc 
attaattttccaactcaatgaaaatatgtgaagcccagcatctctgttgctaacacacagagctcacctgtttgaaacca 
agctttcaaacatgttgaagctctttactgtaaaggcaagccagcatgtgtgtccacacatacataggatggctggctct 
gcacctgtaggatattggaatgcacagggcaattgagggactgagccagaccttcggagagtaatgccaccagatcccct 
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aggaaagaggaggcaaatggcactgcaggtgagaaccccgcccatccgtgctatgacatggaggcactgaagcccgagga 

aggtgtgtggagattctaatcccaacaagcaagggtctccttcaagattaatgctatcaatcattaaggtcattactctc 

aaccacctaggcaatgaagaatataccatttcaaatatttacagtacttgtcttcaccaacactgtcccaaggtgaaatg 

aagcaacagagaggaaattgtacataagtacctcagcatttaatccaaacaggggttcttagtctcagcactatgacatt 

ttgggctgactacttatttgttaggcgggagctctcctgtgcattgtaggataattagcagtatccctggtggctaccca 

atagacgccagtagcaccccgaattgacaacccaaactctccagacatcaccaactgtcccctgcgaggagaaatcactc 

ctgggggagaaccactgacccaaatgaattctaaaccaatcaaatgtctgggaagccctccaagaaaaaaaatagaaaag 

cacttgaagaatattcccaatattcccggtcagcagtatcaaggctgacttgtgttcatgtggagtcattataaattcta 

taaatcaattattccccttcggtcttcaaaaatatatttcctcataaacatttgagttttgttgaaaagatggagtttac 

aaagataccattcttgagtcatggatttctctgctcacagaagggtgtggcatttggaaacgggaataaacaaaattgct 

gcaccaatgcactgagtgaaggaagagagacagaggatcaagggctttagacagcactccttcaatatgcaatcacagag 

aaagatgcgccttatccaagttaatatctctaaggtgagagccttcttagagtcagtttgttgcaaatttcacctactct 

gttcttttccatccatccccctgagtcagttggttgaagggagttattttttcaagtggaattcaaacaaagctcaaacc 

agaactgtaaatagtgattgcaggaattcttttctaaactgctttgccctttcctctcactgccttttatagccaatata 

aatgtctctttgcacaccttttgttgtggttttatattgtaacaccatttttctttgaaactattgtatttaaagtaagg 

tttcatattatgtcagcaagtaattaacttatgtttaaaaggtggccatatcatgtaccaaaagttgctgaagtttctct 

tctagctggtaaagtaggagtttgcatgacttcacactttttttgcgtagtttcttctgttgtatgatggcgtgagtgtg 

tgtcttgggtaccgctgtgtactactgtgtgcctagattccatgcactctcgttgtgtttgaagtaaatattggagaccg 

gagggtaacaggttggcctgttgattacagctagtaatcgctgtgtcttgttccgccccctccctgacaccccagcttcc 

caggatgtggaaagcctggatctcagctccttgccccatatcccttctgtaatttgtacctaaagagtgtgattatccta 

attcaagagtcactaaaactcatcacattatcattgcatatcagcaaagggtaaagtcctagcaccaattgcttcacata 

ccagcatgttccatttccaatttagaattagccacataataaaatcttagaatcttccttgagaaagagctgcctgagat 

gtagttttgttatatggttccccaccgaccatttttgtgcttttttcttgttttgttttgttttgactgcactgtgagtt 

ttgtagtgtcctcttcttgccaaaacaaacgcgagatgaactggacttatgtagacaaatcgtgatgccagtgtatcctt 

cctttcttcagttccagcaataatgaatggtcaacttttttaaaatctagatcattggagaccggagggtaacaggttgg 

cctgttgattacagctagtaatcgctgtgtcttgttccgccccctccctgacaccccagcttcccaggatgtggaaagcc 

tggatctcagctccttgccccatatcccttctgtaatttgtacctaaagagtgtgattatcctaattgatctctctcatt 

catttcaatgtatttttactttaagatgaaccaaaattattagacttatttaagatgtacaggcatcagaaaaaagaagc 

acataatgcttttggtgcgatggcactcactgtgaacatgtgtaaccacatattaatatgcaatattgtttccaatactt 

tctaatacagttttttataatgttgtgtgtggtgattgttcaggtcgaatctgttgtatccagtacagctttaggtcttc 

agctgcccttctggcgagtacatgcacaggattgtaaatgagaaatgcagtcatatttccagtctgcctctatgatgatg 

ttaaattattgctgtttagctgtgaacaagggatgtaccactggaggaatagagtatccctttgtacacattttgaaatg 

cttcttctgtagtgatagaacaaataaatgcaacgaatactctgtctgccctatcccgtgaagtccacactggcgtaaga 

gaaggcccagcagagcaggaatctgcctagactttctcccaatgagatcccaatatgagagggagaagagatgggcctca 

ggacagctgcaataccacttgggaacacatgtggtgtctcgatgtggccagcgcacgagttcagcacaacgtacctccca 

tctacaacagtgctggacgtgggaattctaagtcccagtcttgagggtgggtggagatggagggcaacaagagatacatt 

tccagttctccactgcagcatgcttcagtcattctgtgagtggccgggcccagggccctcacaatttcactaccttgtct 

tttacatagtcataagaattatcctcaacatagccttttgacgctgtaaatcttgagtattcatttacccttttctgatc 

tcctggaaacagctgcctgcctgcattgcacttctcttcccgaggagtggggtaaatttaaaagtcaagttatagtttgg 

atgttagtatagaattttgaaattgggaattaaaaatcaggactggggactgggagaccaaaaatttctgatcccatttc 

tgatggatgtgtcacaccttttctgtcaaaataaaatgtcttggaggttatgactccttggtgaaaaaaaaaaaaaaaaa 

94>Lyl680P, partial cDNA 

aatcaaaggtgggaggattttccctaaactgacttagcaggactcttgttacaattggactaggcaggctgaagacagga 

tgcaaggacaaagcttgttgaaaagaggcctcagaggagctcatctaaaatttggtcaaggggagggtctttcttggtcc 

ctcctcttgttcaagggaaaaagagacattcttctttcctttgaacaatataagtcaatttctcattggtggcctttttt 

tcattaaggacaagctgagccccctgctgaaacttggtagcagggcagccagttgagaagatttctagatgtcaaggcat 

ctttagatgatggggtgaggactgcagtggccatcccagatcatggattttctggtttgcagtttgaatgtccttggtga 

tggcatagacatcagtgtcacagtcatggttatttttccgagcagagtgtagaagtgtccaacttcatcttgaagggctt 

ctttagrcagtcacaataaagatctgggaagttaggttttagttctcagtgatgccaaatcaggacagtgggagaaaaat 

taaaaacctcagtttggagagtggtagccagatagtaaagggaactagaagaactgagaatttggtaaggactgacaagc 

tgtgcatgatgacaggatcccgttcaatttacaagtagataacaaaacctgaaagacaagtacaggaccagaataataac 

ccataagaaggtgctatagtttttataaaatatctttctacagtcatcccccttttttgatccaaattaaccaaagtaag 

attattcttgtttacaaaataagtcttgtctcattatatttgacttacttatttgcataattgcagcaagaatggcaact 

gaccaggtaggcttatttaagtttgcattgctggaactttttacaagtaatctcagattatgctttcaagagttcttgaa 

gctataaagccaagtcaagcaccaccaggccttatctgcaatgcctagagattccagatgggttcttctcttettgaggt 

cctaaaaacatcctgagtttctttggcctgccagaaagtcaccttcctgactcacctgtaaggctgggaactccataatc 

caggtaccaggcagactttccgggagggcttcatatgcattggctccataaagttaaccttagttcctcaaaactgtctg 

ttcatatgtgattttatgtcttattctcagttggaaatgcagaaatcacctgtcttctgcgtcgatcaggctgggagctg 

cagaccggagctgttcctattcggccatcttggaatggacccccatgtcttattctcaaataaaacattttggtcaaaaa 
aaaa 

95>Lyl686P, partial cDNA 

cctaatatgacattatttcaaagcttattataaaggaacagtaatcaaactagtgcaattttggcataaagttagaaaaa 
cagatcaatgaagcagaagagagagtccagaaacagaactgcacatttatgtgttggtgaatgccagggattcagcttag 
gtctgattgctcaccacacagaaagccaatcactgagacaacaagtactgccaggaagaaaggctttattgctggtgatg 
ccagccaggatatgggagacaagtctaaaatctgtctctgtaaccaataaagttaggagtttatgtaggagttgctcaac 
aggcagtaggtagttgaatcagggttctggcaccttgctgttaggatgcagcgatctggaaatcttcagctttctgatac 
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tatctgggagg 

96>Lyl687P, partial cONA 

gtgccagttataaaatatcttatattttcttataatgcctccatagttttattatatattcactcaatacatcatttttc 
tatgtggtatgaggtaagaatctaacttttactgattttatctttatgcattttttttaatttaaaatgtggggtaggga 
tctaacttttttcaaacacatataaatgtgcactactatttatttaaatagtctgttcttttcccttttattattatgct 
atcttatctcacttgaattcaacctaagcctgttttagactccaactaatactacagatcttcctaccactcttcccctt 
gcataattaacttcaagcacattagcctccgggttcctcaagcacaccaaatttagtcccagctcaggaactctgtactt 
tctatttccatgctttaatgttctttctcttgatatccttgttttcttatttccttcatttgcatttctgctttgatttt 
ctgtttctggtccatggacatttttattttctttttatagaacaaacacagcttttttacattttgtatttttcctgcca 
ttgctatgtgcttggagctcagggagggcctcaaaggatgaaattggagtatggtgtgatcagaagtttgaacttctttg 
tattgtatgatcatccctttaccttaatactcacatgaaatgctatctatggcttcttacattccacttcttcttaatea 
atttctttcttcatgaacttaaacgttcccatcatttttgatagggtctgtgagtttatttgtccaaaaagcccaaaagc 
agaatttaagattgatagcatagctttgtgctcaacagttgtaatatttttttccatggtcgtctagcttcttctgtttt 
ctttgagaaatctatgtaattgttgtttctttataattaatctatcttttctctccagttgcctttaagactttttatat 
ttgatattatgcaatttcactatgatttgtctaaatgtgcatttattttgctagagattaataactcaagtctaaggtat 
catgtcttttttcaagtttagaaaatatttggctattatctctttattatcatgctgctacagcattatttgaattcttt: 
ccctcagaaatttatattagaagtttgctagacttcattctagtctcatgactcttaattagtcttgcaaaattttcatt 
tcattatcacttattgcattttaggtaatttcttaatctctgtcttccagtttactggttctttcttcagctgtatctat 
tttattgtttaacctatttattttctatttcaatgattacattttttgagattttattagcaaaatggttaaaagcatgg 
tttcagaggattgtctggatttacattttgcctccattatttactagctctccagtcttggttaaattaattaacctttt 
gtgcttcttggtgtgtaaaattgaagtaacaattgtatataaatatagtgttttttggtaattaattaaaattatttgca 
taaaatgcttaagacagggcctgaaatgacattgagtcctcaaaaaataaattattattatcattccttcaaaaaaaaaa 
aaaaaaaaaaaaaaaaaanaaaaaaaanacca 

97>Lyl706P, FLJ21578, partial CDNA 

tctaaaagctgcggaattcctcgagcactgttggcctttggtagatgcccctctgggagagatccccagg 

ggtgacagccatgggccctggaagggcctgggctagggacagggaccagagccagtccagggagaggaca 

gagccaatggactggggtgtactgtaacagccctgctggcgagagggaccagggcaccgtcctccaggga 

gcccatgctgcaagtcgggccagaggtgcccctgaacctgaaggccaatgagacccaagacaggccaagt 

gggttgtgagacccctgaggagctgggccctggtcccaggcagcgctggcccctgctgctgctgggtctg 

gccatggtcgcccatggcctgctgcgcccaatggttgcaccgcaaagcggggacccagaccctggagcct . 

cagttggaagcagccgatccagcctgcggagcctgtggggcaggtaaggggcaagagatatgtgggggtc 

ctgcagcagagctgggaaagggtgaccaaggggggacaagccagaggagtgaggaggaaggttaacccct 

aagaggggcctgggctgacactggctttagtaatgggttgatattttgtccatcacagatttgtttgatt 

tactgtttttaatatcatattacgatattatttttcttcatttctgagttttctggcgccacttaaattt 

tcaccagggtcagtgcctcaatcacctagtcctagtcctctgggtagggaaggaacagaggcagggacag 

gacatccacagggggtggtggccactgtccccacagggtgcccaggcctgttcctccccctcctcctctc 

tgcccatgtgcctcctgcccagtgagggcaggggccactccctggagaaggcagcaagggcttggtttgg 

tctcccccaaggctgtctgttcaccaacttgcacataaatacttactggggccaggctcaaggacacagg 

gagggtgggatgaaccgaggggagctgtccagtcattggaacaggcccacggcccatgtttgcagcaatg 

aagggagagggcatctccctctgggatgatgcccaggctggtctcacagatcgaggggcactggctggtg 

atgggtgcccccaaaagacagagcagtgtcagaggagaggagagcacaggatgaggctgggagctcctgg 

gtgactgggaaggggaggcaagaagaccatagggtccgtgcaccattcccagtccaggacgagtccttgg 

atggatttaggtagattgattatcagagtcagatttgtgtttttggaaaaatcagcaccggattggaggc 

tgatgcgacgcccaattagaggagggaggagagggggtgatggccaagtccagggtaggtggggatcctg 

gaggaagccgtgccttggggatggggaggacactcagattcagagcacccaggggcccagtttcctatga 

aatgggagcatgaggttgaagtgagggctgagcagaggggagcagacacgctcggggactgtctatgggc 

attgaaaatgtataaccattttagcaacaggcggcgagtcaaaacccaaggtgtgtttatctaaactggg 

caattcctcttctaggaatttatcctaagggttggttgggggaataatcaaagctgaaaccaaatcttta 

taacaagggtggttaggtcagcattcttagtgatgggagaaaactggaaaaaatccaaatatctaccaga 

aagggtgtgaaaaaacacaattgtatttgggggactgttgttgattttgttttgaaacagtcttgatctg 

ttgctcaggctggagtacagtggcgtggccacagctcactgcagcctcaacctccagggctcaaaagatc 

ctccagcctcagcctcctgagtagttaggactacagatgcaggccactacacctggctaattttgattag 

gattatcattagtttagagacagagcctcgctatattgctcaggcctgtctcaaattcctaagctcaagc 

aatctttctgcctcagtttcccacgtgctggaattacaggcgtgagccactgcacctgacccaactgtgt 

ttttaaagtatatatgcattttcaaaaacctgtcagaaaatatagaaaaatgtcaatggtgtgtctggct 

ggctgatgggatttcacctaattttaatgtggctttataattttctggttttgtgaagttgttcacaaaa 

agagacatttcttctaatataatttttaatacaacagtaatgtactcatgtgcattactctttttgtaat 

gagtatattacaaaatgtaatgacttttgtacattactcttttttcttgccaaaaaaaaaaaaaaaaa 

98>Lyl712P, partial cDNA 

ccacaaaataaggtctaattcaataaattatagtaaattaatgtaatataatattacatgccactaaaaagaataaggta 
gctgtatatttcctggtatggaaaaaacatattaatatgttataaactattaggttggtgcaaaactaattgtggttttt 
gccattgaaatggcattgaaataaaagtgtaaagaaatctataccagatgtagtaacagtggtttggttctgggaggttg 
gattacagggagcatttgatttctatgttgngtatttctatantgtttgaattgtttagaatgaatctgtntt 

99>Lyl729P, 01d-SEQ-ID_6586 , partial cDNA 
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ccagtatggaatccagaaggaccgagtggataagagcgctgtcggcttcaatgaaatgga 
ggccccgaccacagcttataagaagacgacgcccatagaagccgcttctagtggtgcccg 
tgggctgaaggcgaaatttgagtccatggctgaggagaagaggaagcgagaggaagagga 
gaaggcacagcaggtggccaggaggcaacaggagcgaaaggctgtgacaaagaggagccc 
tgaggctccacagccagtgatagctatggaagagccagcagtaccggccccactgcccaa 
gaaaatctcctcagagg 

100>Lyl729P, hematopoietic cell-specific Lyn substrate 1 (HCLSl) , full-length cDNA 

aattccgccgggcgcttagaacagaggcttgcacaggtggagatgtggaagtctgtagtgggccatgatg 

tgtctgtttccgtggagacccagggtgatgattgggacacagatcctgactttgtgaatgacatctctga 

aaaggagcaacgatggggagccaagaccatcgaggggtctggacgcacagaacacatcaacatccaccag 

ctgaggaacaaagtatcagaggagcatgatgttctcaggaagaaagagatggagtcagggcccaaagcat 

cccatggctatggaggtcggtttggagtagaaagagaccgaatggacaagagtgcagtgggccatgagta 

tgttgccgaggtggagaagcactcttctcagacggatgctgccaaaggctttgggggcaagtacggagtt 

gagagggacagggcagacaagtcagcagtcggctttgattataaaggagaagtggagaagcatacatctc 

agaaagattactctcgtggctttggtggccggtacggggtggagaaggataaatgggacaaagcagctct 

gggatatgactacaagggagagacggagaaacacgagtcccagagagattatgccaagggctttggtggc 

cagtatggaatccagaaggaccgagtggataagagcgctgtcggcttcaatgaaatggaggccccgacca 

cagcttataagaagacgacgcccatagaagccgcttctagtggtgcccgtgggctgaaggcgaaatttga 

gtccatggctgaggagaagaggaagcgagaggaagaggagaaggcacagcaggtggccaggaggcaacag 

gagcgaaaggctgtgacaaagaggagccctgaggctccacagccagtgatagctatggaagagccagcag 

taccggccccactgcccaagaaaatctcctcagaggcctggcctccagttgggactcctccatcatcaga 

gtctgagcctgtgagaaccagcagggaacacccagtgcccttgctgcccattaggcagactctcccggag 

gacaatgaggagcccccagctctgccccctaggactctggaaggcctccaggtggaggaagagccagtgt 

acgaagcagagcctgagcctgagcccgagcctgagcccgagcctgagaatgactatgaggacgttgagga 

gatggacaggcatgagcaggaggatgaaccagagggggactatgaggaggtgctcgagcctgaagattct 

tctttttcttctgctctggctggatcatcaggctgcccggctggggctggggctggggctgtggctctgg 

ggatctcagctgtggctctatatgattaccaaggagagggaagtgatgagctttcctttgatccggacga 

cgtaatcactgacattgagatggtggacgagggctggtggcggggacgttgccatggccactttggactc 

ttccctgcaaattatgtcaagcttctggagtgactagagctcactgtctactgcaactgtgatttcccat 

gtccaaagtggctctgctccaccccctccctattcctgatgcaaatgtctaaccagatgagtttctggac 

agacttccctctcctgcttcattaagggcttggggcagagacagcatggggaaggaggtccccttcccca 

agagtcctctctatcctggatgagctcatgaacatttctcttgtgttcctgactccttcccaatgaacac 

ctctctgccaccccaagctctgctctcctcctctgtgagctctgggcttcccagtttgtttacccgggaa 

agtacgtctagattgtgtggtttgcctcattgtgctatttgcccactttccttccctgaagaaatatctg 

tgaaccttctttctgttcagtcctaaaattcgaaataaagtgagactatggttcacctgtaaaaaaaaaa 
aaggaatt 

101>Lyl729P, hematopoietic cell-specific Lyn substrate 1 (HCLSl) , full-length 
protein 

hWKSVVGHDVSVSVETQGDDWDTDPDFVNDI 

KEMESGPKASHGYGGRFGVERDRMDKSAVGHEYVAEVEKHSSQTDAAKGFGGKYGVERDRADKS 

KGEVEKHTSQKDYSRGFGGRYGVEKDKWDKAALGYDYK^ 

GFNEMEAPTTAYKKTTPIEAASSGARGLKAKFESMAEEKRKREEEEK^ 

PVIAMEEPAVPAPLPKKISSEAWPPVGTPPSSESEPVRTSREHPVPLLPIRQTLPEDNEEPPALPPRTLE 
GLQVEEEPVYEAEPEPEPEPEPEPENDYEDVEEMDRHEQEDEPEGDYEEVLEPEDSSFSSALAGSSGCPA 
GAGAGAVALGI SAVALYDYQGEGSDELS FDPDDVI TDI EMVDEGWWRGRCHGHFGLFPANYVKLLE 

102>Lyl848P, partial cDNA 

ctgacagcatctggctttcagttcctcagtcaccactactttgtaccaaattcactgttttggctctgaaatctaatttt 
gagtttagcaaggatg 

103>Lyl859P, old-SEQ-ID_640 , partial cDNA 

ccagagtgcaggatacatcattggcaccaagggtctttttcaattcttggtcaatcctct 
gcagcaagcacccccggatgacgtcctcatagatgccctcagtggtcagagcctggctgc 
ccacggcaaggacatccccctcgaactcaggcagctcctttttgcagcctggctcgagtt 
ggctcagcacaaaaggtaaaaagatgcagagaccccagcctcggatgaacctcctctgcg 
ccaacccgctgtccgatttgaatttcttcagcacgcgccccctgactctctccagcctct 
gggcagcctggtcacagttgagggccgtcgtcagacactggtcagccag 

104>Lyl859P, old-SEQ-lD_24 52, partial protein 

LADQCLTTALNCDQAAQRLERVRGRVLKKFKSDSGLAQRRFI RGWGLCI FLPFVLSQLEP 
GCKKELPEFEGDVIAVGSQALTTEGIYEDVIRGCLLQRIDQELKKTLGANDVSCTL 

105>Lyl859P, 01d-SEQ-ID_3313 , partial cDNA 

ctgcaagacagcagagaanctgccaatatccagt tagcagatgactttgctggcaagcag 
aggaagncggtaaaagcttgtctcccagccaggaaacttgacaccaagntaagatttgga 
gctaggaaacaaacccaaaaggctcacagcaagcggagaaaaaaaccccaaaatctgtaa 
cctgtatcacaaagcgttcatatccttcagatataaagagttattagatatcaataagaa 



39/49 



WO 03/062401 




S03/02353 



aaatgcaaacactcctgaaaagtagaaaaaagctatgaacaggcaattcactgaaattaa 
aaaaaaaaaaa 

106>Lyl8S9P, FLJ00140, full-length cDNA 

cgcaggcggtggtcgtggggaagggaagaggagccccgggagacgacagcagcatgggtgggcggccttc 
gagccctctggacaagcagcagcggcagcacctaaggggtcaggtggacaccctgctgaggaacttcctg 
ccttgctaccgtgggcagctggcagcgtctgtcctgcggcagatctctcgagagctgggccctcaggagc 
cgaccggaagccagttgctacgcagcaaaaagctgccccgagtccgtgagcaccgaggacccctgaccca 
gcttcggggccacccaccccggtggcagccgatcttctgtgttctgcgtggggacggccgcctagagtgg 
ttcagccacaaggaggaatatgaaaacgggggccactgccttggctcaacagccctgacaggatacacgc 
tcctgacttcccagcgagaatatctccgccttttggatgctctctgccctgaatccttgggagaccatac 
tcaggaagagcctgactccctcttggaagtgcctgtgagcttcccgctgttcctgcagcaccccttccgc 
cggcacctctgcttctctgcagccaccagggaggcacagcatgcctggaggctggccctgcagggtggca 
tccggcttcagggcacagtcctgcagcgaagccaggcccctgctgcccgggccttcctggacgccgtccg 
actctaccggcagcaccaaggccactttggcgacgacgacgtgaccctaggctcagacgccgaggtgctg 
accgcggtgctgatgcgggagcaacttcccgcgctgcgagcccagacccttcctggcctgcggggggcag 
gccgcgcccgcgcctgggcctggaecgagcttctagacgccrgttcacgcagctgtcctggccggggcctc 
cgccgggctctgcgccttccagcccgaaaaggacgagctgcttgcgtcgctggagaagacgatccgcccg 
gacgtggaccagctgctgcggcagcgggcgcgtgtggcggggcggctgaggacggatatcaggggaccgc 
tcgagtcgtgcctgcgccgggaggtggacccgcagctgccccgggtcgtgcagaccctgctgcgcaccgt 
ggaagcctcgctcgaggcggtgcggaccctcctggctcaaggcatggaccgactgtcccaccgcctgcgc 
cagagcccctcgggcacgcggctgcgcagggaggtttactcatttggggagatgccgtgggacttggcgc 
tgatgcagacatgctaccgtgaggccgagcggagccgggggcgcttggggcagctggcagcaccgtttgg 
ctttctggggatgcagagcctcgtgtttggggcccaagatcttgcacagcagctcatggctgacgccgtg 
gccaccttcctgcagctggctgaccagtgtctgacgacggccctcaactgtgaccaggctgcccagaggc 
tggagagagtcagggggcgcgtgc tgaagaaa t tcaaa t cggacagcgggt tggcgcagaggaggt teat 
ccgaggctggggtctctgcatctttttaccttttgtgctgagccaactcgagccaggctgcaaaaagacg 
gagtctcgctctgtcgcccaggctgtagtgcagtggtgtgatcttggctcgctgcggcctccacctccta 
ggttcaagcgatcctcccatctcggcctcccaagtagctgggattacaggcacccgctatagggaccagc 
cccacagggtcggtgggtctctccctgtgtgcagagacaagagagtgtagaaataaagacacaagacaaa 
gagataaaagaaaagacagctgggcccgggggaccactactaccaagttgcggagaccggtagtggcccc 
gaatgtctggctgcgctgttatttattggatacaaagcaaaaggggcagggtaaagagtgtgagtcatct 
ccaatgataggtaaggtcacgtgggtcatgtgtccactggacagggggcccctccctgcctggcagctga 
ggcagagagagagaggagacaaagagaaagacagcttaagccattatttctgcatatcagagacttttag 
tactttcactaactgactactgctatctagaaggcagagccaggtgtacaggatggaacacgaaggcgga 
ctaggagcgagaccactgaagcacagcatcacagggagacggttaggtctctggataactgtgggcaagc 
ctgactgatatcaggccctccacaagaggtggaggagcagagtcttctctaaactcccccggagaaaagg 
agactccctttcccggtctgctaagtagccggtgtttttccttgacacttttcgctaccgctagaccacg 
gtctgcctggcaacaggcatcttcccagacgctggcgtcaccgctagaccaaggagcccttctgctggcc 
ctgtccgggcataacagaaggctcgcactcttgtcttctggtcatacctcactatgccccctcagctcct 
atctctgtatggcctggtttttcctaggttatgattgtagagtgaggattattataatattggaataaag 
agtaactgctaccaactaatcattaatgatattcatatataatcatatctaatatctatatctggtataa 
ctattcttgttttatattttgttatactggaacagctcatgtcctcggtctcttgcctcagcacctgggt 
ggct tgccgcccacaacccgccaccacgcccagc taa 1 1 1 1 tg t ac 1 1 1 tggtagagaegg tggt 1 1 cac 
catgttggtcaggctggtcttgaactcctgacctcatgatccgcccacctcagccaaccaaagtgctggg 
attacaggcatgagccaccgcacccggcctgtttattttaaaataaaaatatttaaaaataaagataagg 
aaactaaggcccaagccccgccccccaaccccacagctaatcaggcccagggctagggcagaagcctgtg 
ttgtaggcctctagaggggccctcctctccatccgagcccctaacccgccatggttccaggagctgcctg 
agttcgagggggatgtccttgccgtgggcagccaggctctgaccactgagggcatctatgaggacgtcat 
ccgggggtgcttgctgcagaggattgaccaagacccttggtgccaatgatgtatcctgcactctggacgg 
ctgcttggaggtcccatgggaacaggagggagcagatgaggaaactgaggctgagcgggaaggaggggct 
tgtcccaggcagccagactctggtgcccagatccagccactctgcccaccgccttctccaggaacattcc 
ggagctgaatcttcacccacatctatcttgtttctattggataaatgtctacaagtggaatttctgggcc 
aaaacggatgtgccatctttaggcttttgtaacccctgcaacttcagaaaactgtaccattttatactcc 
aagcagcagcatttatttgtgtattttccccaaggctttctttattttaatttttttttttttttttgag 
actgggtcttgctctgtcacccgggctggggtgcagtggcaggatctcggctcactgcgacctccgcctc 
ccgggttcaagcgattctcctgcctcagcctcccgagtagctgggatttcaggcacccgccaccatgcct 

ggttaattgtgtttttggtagagatggggtttcgccgtgttggccaggctggtctcgaactcctgtcctt > 

aggtggtctgcccgcctcagcctcccggagtgctgggattgcaggtgtgagccaccacacgtggcctaat 

tttttttttttaaataatagagacaaggtctcgctatgctgcccaggctgatctcaaactcctggactca 

agcaatcctcctgccttggcctcccaaagtgctaggattataggagtgatccactatgtccagcctccaa 

atcct ttctaaacactaggac 1 1 1 tcatgaaaagaaaaaagctatgccagttagacacacacagaaatct 

catgattttattttgaatttctttgactaaattgaacttacaaataagtttattatggccgggcgtggcg 

gtgcacacctgtggtcccggcactttgggaggctgaggcgggcagatcacttgagctcaggagttcggga 

ccagcctggcggacgtggtgggacctcatctctacaaaaaatacaaaattagcggccgggagtggtggct 

cacgcctgtcatcccagcactttgggaggctgagaGaggtggattgcttgagccaaggagttttgaggcc 

agcttgggcaatgtggtgaaacctgtctctactaaaaaataaaataaataaataaataaataaataaata 

aataaataaataaaatttaaaagaagctgggctgagatgggagatttgcctgagcctgggaactcaaggc 
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tgcagtgagtggtgattgcaccactgcactccagcctgggtgatgggagtgagaccctgtctcaaaaaac 
aaaatccaaatatgttgattagccatttacatgtttgtagtttttttttttttaatttcagtgaattgcc 
tgttcatagcttttttctacttttcaggagtgtttgcatttttcttattgatatctaataactctttata 
tctgaaggatatgaacgctttgtgatacaggttacagattttggggtttttttctccgcttgctgtgagc 
cttttgggtttgtttcctagctccaaatcttaacttggtgtcaagtttcctggctgggagacaagctttt 
accgacttcctctgcttgccagcaaagtcatctgctaactggatattggcagcttctctgctgtcttgca 
gctgcttccggagtgggttccacagggattcccgtgtgttcttggttcagcttgcagagggactttcaca 
ctccctggagaccgtttcctcccattctgtctggagttttcggcctaccccaagacaatgagatattcct 
gacctttccacctatttccctccaaccccaccttccaaaatacatttgctcaatacatttgcacttc 

107>Lyl859P, FLJ00140, full-length protein 
QAVWGKGRGAPGDDSSMGGRPSSPIJDKQQRQHLRGQ^ 

TGSQLLRS KKLPRVREHRGPI/TQLRGHPPRWQP I FCVLRGDGRLEWFSHKEE YENGGHCLGSTALTGYTL 
LTSQRE YLRLLDALCP ES LGDHTQE E PDS LLEVPVS FPLFLQHP FRRHLCFS AATREAQHAVTRIALQGGI 
RLQGTVIiQRSQAPAARAi^IJDAVRLYRQHQGHFGDDDV^^ 

RARAWAWTELIJDAVHAAVLAGAS AGLCAFQ PE KDELIAS LEKT I RPDVDQLLRQRARVAGRIjRTD I RGPL 
ESCLRREVDPQLPRWQTLLRTVEAS LEAVRTLIAQGMDRIjSHRLRQS PSGTRLRREVYS FGEMPWDLAL 
MQTCYREAERSRGRLGQLAAPreFLGMQSLVFGAQDLATO^ 

ERVRGRVLKKFKSDSGLAQRRFI RGWG LCI FL PFVLSQLE PGCKKTES RSVAQAVVQWCDLGS LRP PPPR 
FKRSSHLGLPSSWDYRHPL 

108>Lyl866P, Similar to hypothetical protein PR01722, full-length cDNA 

ctagaatgctaattgcacttaggcctcatggttctagtaaacggcagctgtgggcccttttgcctcttcc 

cctgttcttggcctcacatctccagctgagctgccggtcttggcttcctggtcgcctctgtcccagagat 

ggtcccagggagccatcctagggcaggtagcactgaggctcctgtggaaacaggagccacctgctcagga 

gacccctttcctgaggaagtccttacctctccccttgagatgtaaaaatggtccagcagagacaagctcc 

cgtggaaaacagacaggagcatgggggcagctgtcatggctgtggcgggcacttttcctcagagtttctg 

ccttgcgctggtccaggagccattttgcaccaaggacttggtaggcagaggcagccccactgtaaagaag 

ggtcagattaaaacaaaaaactgccaaaagcatcccctctgccccccatgtggcactggcatcattctct 

gcttccctgggaggaattttttcaccatgttattgaaggggatggttcattaaggactccacccctcaga 

gctcactcagaccccaaggacagaggtgactggggcttggtgacttgttcactccttttttcccaggtat 

actgaaggggtgacagagagaggtcttcatggcagaccaggccttcacagctaatggggagaggaactca 

tgttacctctgcaggcctggggtcctgagggggtcttttggcttcagcctgttcccccagaggcttgatc 

atcccacattgtcccttcagctcagctgctcttctcccccacccaccctgggatgtgggtgctctgggct 

gaaccaaggctatgacttctggagagaggctcaggggttggtctgagaggcctgccatccacccctcagg 

gagctaggttttctcagaggctcagctggacagcactttttagaaaagtttgtagcattaagctggttta 

aaatatgaagttggttttgttggatggctcctgagctgactgactgatgtctgaagtttgagacgaggga 

ttatttcagggtggggcccaatgtgatctaatgcccagctggggacaattgtgcctcatcatttgctcaa 

attcctgggcccccaagttagccccctcccaggagtggtcagcgggtcacagctgcccccactctataag 

cagggctaattgtgtaccctttgcagaaatgcttttggtctcctacccaaatactcacaagggtcttatc 

agacgcccgtcttaaagtccagcatgctcagggaccctgtgtaggatctcgtttgtggtgagtgggctgc 

tctgaggtctccactgggctgccatttagccatgtgccatctctgaagtcagaggtgtttgactcccatt 

cc t tgggc tctggagct t tccccaagaat taca tcagagaaaaggaagaaggggcc tgcaggacccat tg 

ggaatgagtttaatactgaagtctggaatgtaagctcatgccctagaggcctctccatatggctggtcag 

gggagctgccttcaggcttgtgccccgtgtgctcagcagctgcctctgtccccctctactgtccctttca 

caccttgcctggccaaggggctagacctcccaggctaagcctcagattcagtgcaggacacaagctcatg 

cccccgtcttgccagtgacacttgaagcctcccgacttccacagagtgcttcaggacacattttgagtgg 

tattttcttttctttttttcttcttttttttttttttgagatggagtctcgctctgttgcccaggctgga 

gtgcagtggcctgatctcggctcactgcaacctctgcctcccaggttcaagcgattcttctgcctcagcc 

tccagagtagctgggactatagacatgcaccaccacgcccggctaattttgtatttttggtcgagacggg 

gttttgccatgttagtcaggctggtcttgaactcctgacctcaagtgatccaccacctcggcctcccaaa* 

gtgttgagatgacaggcacgagccaccaggcccagcctgagtggtattttctttagggaccaggtagact 

ttaaaacgagggtaagagaaaagccagtgtctttctgaggtaaataatttctgccaggaaacttcccagc 

cccaccagcagcccccctaaaaaaatcactcgtgtccccagggacttctaaagcttggggctccaggaaa 

tcatccagtagagttggagattcagagatttcttgaagccagggacatgctcctaactcctttcccatta 

aaggtgttagaatagaccagagggtgtcccttttccacagtaatgggatcggctggtgtgccttcaggga 

ggaagagggaggtggtcaagcttgaaaaactggctttaggatggttctgactttgttctccctccccaag 

tgttctcaacctccattctgcagtgttcagagttttagggaaagggtttgggtgccccagcatccaggtg 

ttgtgtggcttagcgcatgtgaagtgaaaaccttctggggttgtttggaagcagctttctggttcttgtg 

attgtatcctgaggtcccagaaccctattctcccacgaggatcctcagtgaccatggtggccacacgcct 

ggccagcctgctggctcctgggtgagctgaagaaccttgcctgtggcacttttcgagggtgagctggaac 

cgagagaacatggtccccgtgctgggactcatgcgggtcatttcctgccggcctggtttcgcctggtcgt 

gtctttatgagcaccatgtaagcctccttgtattgagataattgggcattaaacattaaactgcagctct 

gggaaaaaaaaaaaaaaaaaaaaaaaaaaaaaaaaaaaaaaaaaaac 

!09>Lyi866P, Similar to hypothetical protein PR01722, full-length protein 

MESRSVAQAGVQWPDI^SUJPIiPPRFKRFFCLSUJSSWDYRHAPPRPANFVFLVETGFCHVSQAGLELLT 

SSDPPPRPPKVLR 
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110>Lyl867P # Old-SEQ-ID_3570, partial cDNA 

aaaccttaagaaccacataatactatataatgcttttctgtacaaatctcaagaaacact 
ttcattcattaaaacatcatgaaaatccttaaatgtgttaaatggaaaaaaatgaaacca 
tgaacaaaaaagctatacatgtaggtgcatatttatctcctcctgagttgggagaaatct 
ttctaagcatagaaacaatggtagcaaaagagaagaatagatttggctggattaacaata 
aaaaatttctgccagaaatatgaaaattcaatttagacaaaattcaatataaacaaaatt 
aatatagacaaaggtggtaaacaggtggttctcagagaagataaatacatgattatttaa 
cataaaaagaaatgttcaatgtttctagaagacaaataattacaaacctaaacaaattgt 
atatttgttagattggcataaattataataatccaacattgagttangtggaatataaat 
tggtaaaatatttctggaagacaatttgg 

lll>L.yl868P, partial cDNA 

agaagtgattatgggattaaaagaatacataattacagtgttttgggattgggctcttttttttcttaatagaaaagcag 
aaacttcataaataatagctgtgctttagataccagataacaaatattgtttcccctgaagatatgacctactagaacta 
ctcacatatatagtccaataattgctgacttaataggtatggtaaaatagctgataataagtcagactctcaagagtttc 
tgtaccttgattattgacaaattcattgttttacatcctactaaagaacatgtgtgtggggagggggtggggaactggtt 
cacaacataatctgaaggagatcaaacatctgtaaggacaggtacccagtgatgataatatatctgaaaacacaagccat 
tcttattctttatcccaattaacttgaggtactctaatgatgaagcactcgattgcactatgacctccttgagtgatggg 
cagcttggttcctctctcactttttgtttctttttaatatgcaaa 

112>Lyl*86P, 01d-SEQ-ID_6454 

aaaaaaagacaatttgagcaggacgaccctctccaatctgggtagcatggttagcctgtg 
cagtaacaacgtaggcttggaggatgggtncaatgaaaatgattctgattcggaaacgtt 
ttgactttggactgtanaagcttttctttgatcacctgtgntggaggaaaggaaagaagc 
ctt 

113>Iiy669S / intercellular adhesion molecule 3 (ICAM3), complete cDNA 

cagctctctgtcagaatggccaccatggtaccatccgtgttgtggcccagggcctgctggactctgctgg 

tctgctgtctgctgaccccaggtgtccaggggcaggagttccttttgcgggtggagccccagaaccctgt 

gctctctgctggagggtccctgtttgtgaactgcagtactgattgtcccagctctgagaaaatcgccttg 

gagacgtccctatcaaaggagctggtggccagtggcatgggctgggcagccttcaatctcagcaacgtga 

ctggcaacagtcggatcctctgctcagtgtactgcaatggctcccagataacaggctcctctaacatcac 

cgtgtacgggctcccggagcgtgtggagctggcacccctgcctccttggcagccggtgggccagaacttc 

accctgcgctgccaagtggagggtgggtcgccccggaccagcctcacggtggtgctgcttcgctgggagg 

aggagctgagccggcagcccgcagtggaggagccagcggaggtcactgccactgtgctggccagcagaga 

cgaccacggagcccctttctcatgccgcacagaactggacatgcagccccaggggctgggactgttcgtg 

aacacctcagccccccgccagctccgaacctttgtcctgcccgtgacccccccgcgcctcgtggcccccc 

ggttcttggaggtggaaacgtcgtggccggtggactgcaccctagacgggctttttccagcctcagaggc 

ccaggtctacctggcgctgggggaccagatgctgaatgcgacagtcatgaaccacggggacacgctaacg 

gccacagccacagccacggcgcgcgcggatcaggagggtgcccgggagatcgtctgcaacgtgaccctag 

ggggcgagagacgggaggcccgggagaacttgacggtctttagcttcctaggacccattgtgaacctcag 

cgagcccaccgcccatgaggggtccacagtgaccgtgagttgcatggctggggctcgagtccaggtcacg 

ctggacggagttccggccgcggccccggggcagccagctcaacttcagctaaatgctaccgagagtgacg 

acggacgcagc 1 1 c 1 1 c tgcag t gccac t c t cgagg t ggacggcgag 1 1 c t tgcacaggaacag t agcg t 

ccagctgcgagtcctgtatggtcccaaaattgaccgagccacatgcccccagcacttgaaatggaaagat 

aaaacgagacacgtcctgcagtgccaagccaggggcaacccgtaccccgagctgcggtgtttgaaggaag 

gctccagccgggaggtgccggtggggatcccgttcttcgtcaacgtaacacataatggtacttatcagtg 

ccaagcgtccagctcacgaggcaaatacaccctggtcgtggtgatggacattgaggctgggagctcccac 

tttgtccccgtcttcgtggcggtgttactgaccctgggcgtggtgactatcgtactggccttaatgtacg 

tcttcagggagcaccaacggagcggcagttaccatgttagggaggagagcacctatctgcccctcacgtc 

tatgcagccgacagaagcaatgggggaagaaccgtccagagctgagtgacgctgggatccgggatcaaag 

ttggcgggggcttggctgtgccctcagattccgcaccaataaagccttcaaactccctaaaaaaaaaaaa 

114>Ijy669S / intercellular adhesion molecule 3, complete protein 
MATMVPSVLWPRACWTLLVCCLLTPGVQGQEFLLRVE PQNPVLSAGGS LFVNCSTDCPSSEKI ALETSLS 
KELVASGMGWAAFNUStATIXjNSRII^SVYC^IGSQITGSSNITV^ 
VEGGSPRTSLT^n^^IiRWEEELSRQPAVEEPAEVTATVIJ^RDra^ 
RQLRTFVLPVTPPRIiVAPRFLEVETSWPVDCTUXSLF 

TARADQEGARE I VCNVTLGGERREARENLTVFS FLGP I VNL.S E PTAHEGSTVTVS CMAG ARVQ VTLDGVP 
AAAPGQPAQLQLNATESDDGRS FFCSATLEVDGE FLHRNSSVQLRVLYGPKI DRATCPQHLKWKDKTRHV 
LQCQARGNPYPELRCLKEGSSREVPVGI PFFVNVTHNGTYQCQASSSRGKYTLVVVMDI EAGSSHFVPVF 
VAVLLTLGVVTIVLALMYVFREHQRSGSYHVREESTYIjPLTSMQPTEAMGEEPSR 

115>Ly672S, Old-SEQ-ID_3042, partial cDNA 

cctgatgcccgaatttcagtttggcacttacagcgaatctgagaggaaaaccgaggagta 
cgatactcaggccatgaagtacttgtcatacctgctgtaccctctctgtgtcgggggtgc 
tgtctattcactcctgaatatcaaatataagagctggtactcctggttaatcaacagctt 
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cgtcaac^gggtctatgcctttggtttcctcttcatgctgccccagctctttgtgaacta 
caagttgaagtcagtggcacatctgccctggaagg 

116>Ly672S, cisplatin resistance related protein CRR9p, full-length cDNA 

cagctccttcaccagcttggtggtgggcgtgttcgtggtctacgtggtgcacacctgctgggtcatgtac 

ggcatcgtctacacccgcccgtgctccggcgacgccaactgcatccagccctacctggcgcggcggccca 

agctgcagctgagcgtgtacaccacgacgaggtcccacctgggtgctgagaacaacatcgacctggtctt 

gaatgtggaagactttgatgtggagtccaaatttgaaaggacagttaatgtttctgtaccaaagaaaacg 

agaaacaatgggacgctgtatgcctacatcttcctccatcacgctggggtcctgccgtggcacgacggga 

agcaggtgcacctggtcagtcctctgaccacctacatggtccccaagccagaagaaatcaacctgctcac 

cggggagtctgatacacagcagatcgaggcggagaagaagccgacgagtgccctggatgagccagtgtcc 

cactggcgaccgcggctggcgctgaacgtgatggcggacaactttgtctttgacgggtcctccctgcctg 

ccgatgtgcatcggtacatgaagatgatccagctggggaaaaccgtgcattacctgcccatcctgttcat 

cgaccagctcagcaaccgcgtgaaggacctgatggtcataaaccgctccaccaccgagctgcccctcacc 

gtgtcctacgacaaggtctcactggggcggctgcgcttctggatccacatgcaggacgccgtgtactccc 

tgcagcagttcgggttttcagagaaagatgctgatgaggtgaaaggaatttttgtagataccaacttata 

cttcctggcgctgaccttctttgtcgcagcgttccatcttctctttgatttcctggcctttaaaaatgac 

atcagtttctggaagaagaagaagagcatgatcggcatgtccaccaaggcagtgctctggcgctgcttca 

gcaccgtggtcatctttctgttcctgctggacgagcagacgagcctgctggtgctggtcccggcgggtgt 

tggagccgccattgagctgtggaaagtgaagaaggcattgaagatgactattttttggagaggcctgatg 

cccgaatttcagtttggcacttacagcgaatctgagaggaaaaccgaggagtacgatactcaggccatga 

agtacttgtcatacctgctgtaccctctctgtgtcgggggtgctgtctattcactcctgaatatcaaata 

taagagctggtactcctggttaatcaacagcttcgtcaacggggtctatgcctttggtttcctcttcatg 

ctgccccagctctttgtgaactacaagttgaagtcagtggcacatctgccctggaaggccttcacctaca 

aggctttcaacaccttcattgatgacgtctttgccttcatcatcaccatgcccacgtctcaccggctggc 

ctgcttccgggacgacgtggtgtttctggtctacctgtaccagcggtggctttatcctgtggataaacgc 

agagtgaacgagtttggggagtcctacgaggagaaggccacgcgggcgccccacacggactgaaggccgc 

ccgggctgccgccagccaagtgcaacttgaattgtcaatgagtatttttggaagcatttggaggaattcc 

tagacattgcgttttctgtgttgccaaaatcccttcggacatttctcagacatctcccaagttcccatca 

cgtcagatttggagctggtagcgcttacgatgcccccacgtgtgaacatctgtcttggtcacagagctgg 

gtgctgccggtcaccttgagctgtggtggctcccggcacacgagtgtccggggttcggccatgtcctcac 

gcgggcaggggtgggagccctcacaggcaagggggctgttggatttccatttcaggtggttttctaagtg 

ctccttatgtgaatttcaaacacgtatggaattcattccgcatggaGtctgggatcaaaggctctttcct 
cttttgtttg 

117>Ly672S, cisplatin resistance related protein CRR9p, full-length protein 
^SGRSSFTSLWGVFVVYVVHTC>*VMYGIV^^ 

I DLVLNVED FDVE S KFE RTVNVSV P KKTRNNGTL Y AY I FLHHAGVXi P WHDGKQ VHLVS PLTTYMVP KP E E 
I NIATGESDTQQI EAEKXPTS AIjDEPVSHWRPRLALNVMADNFVFTC QLGKTVHYL 
PILFIDQLSNRVKDLMVINRSTTELPLT^^ 

DTOLYFLALTFFVAAFHLLFDFLAFKNDISFWKKKKSMIGMST 
VPAGVGAAIELWKVKKALKMTIFWRGLMPEFX5FGTYSE 

LNI KYKSWYSWLINS FVNGVYAFGFLFMLPQLFVNYKLKSVAHLPWKAFTYKAFNTFIDDVFAFIITMPT 
SHRLACFRDDWFLVYLYQRWLYPVDKRRVNEFGESYEEKATRAPHTD 

118>Ly675S, KIAA0906 gene, partial cDNA 

cttcccggccccagccaaggctgtcgtttacgtgtcggacattcaggagctgtacatCGgtgtggttgac 
aaggtggagattgggaagacagtgaaggcatacgtccgcgtgctggacttgcacaagaagcccttccttg 
ccaaatacttcccctttatggacctgaagctccgagcagcctccccgatcattacattggtggcccttga 
tgaagcccttgacaactacaccatcacattcctcatccgcggtgtggccatcggccagaccagtctaact 
gcaagtgtgaccaataaagctggacagagaatcaactcagccccacaacagattgaagtctttcccccgt 
tcaggctgatgcccaggaaggtgacactgcttatcggggccacgatgcaggtcacctccgagggcggccc 
ccagcctcagtccaacatccttttctccatcagcaatgagagcgttgcgctggtgagcgctgctgggctg 
gtacagggcctcgccatcgggaacggcactgtgtctgggctcgtgcaggcagtggatgcagagaccggca 
aggtggtcatcatctctcaggacctcgtgcaggtggaggtgctgctgctaagggccgtgaggatccgcgc 
ccccatcatgcggatgaggacgggcacccagatgcccatctatgtcaccggcatcaccaaccaccagaac 
cctttctcctttggcaatgccgtgccaggcctgaccttccactggtctgtcaccaagcgggacgtcctgg 
acctccgagggcggcaccacgaggcgtcgatccgactcccgtcacagtacaactttgccatgaacgtgct 
cggccgggtaaaaggccggaccgggctgagggtggtggtcaaggctgtggaccccacatcggggcagctg 
tatggcctggccagagaactctcggatgagatccaagtccaggtgtttgagaagctgcagctgctcaacc 
ctgaaatagaagcagaacaaatattaatgtcgcccaactcatatataaagctgcagacaaacagggatgg 
tgcagcctctctgagctaccgcgtcctggatggacccgaaaaggttccagttgtgcatgttgatgagaaa 
ggctttctagcatcagggtctatgatcgggacatccaccatcgaagtgattgcacaagagccctttgggg 
ccaaccaaaccatcattgttgctgtaaaggtatcccctgtttcctacctgagggtttccatgagccctgt 
cctgcacacccagaacaaggaggccctggtggccgtgcctttgggaatgaccgtgaccttcactgtccac 
ttccacgacaactctggagatgtcttccatgctcacagttcggtcctcaactttgccactaacagagacg 
actttgtgcagatcgggaagggccccaccaacaacacctgcgttgtccgcacagtcagcgtgggcctgac 
actgctccgtgtgtgggacgcagagcacccgggcctctcggacttcatgcccctgcctgtcctacaggcc 
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atctccccagagctgtctggggccatggtggtgggggacgtgctctgtctggccactgttctgaccagcc 
tggaaggcctctcaggaacctggagctcctcagccaacagcatcctccacatcgaccccaagacgggtgt 
ggctgtggcccgggccgtgggatccgtgacggtttactatgaggtcgctgggcacctgaggacctacaag 
gaggtggtggtcagcgtccctcagaggatcatggcccgtcacctccaccccatccagacaagcttccagg 
aggctacagcctccaaagtgattgttgccgtgggagacagaagctctaacctgagaggcgagtgcacccc 
cacccagagggaagtcatccaggccttgcacccagagaccc teat cage tgccagtcccagttcaagccg 
gccgtctttgatttcccatctcaagatgtgttcaccgtggagccacagtttgacactgctctcggccagt 
acttctgctcaatcacaatgcacaggctgacggacaagcagcggaagcacctgagcatgaagaagacagc 
tctggtggtcagtgcctccctctccagcagccacttctccacagagcaggtgggggccgaggtgcccttc 
agcccaggtctcttcgccgaccaggctgaaatccttttgagcaaccactacaccagttccgagatcaggg 
tctttggtgccccggaggttctggagaacttggaggtgaaatccgggtccccggccgtgctggcattcgc 
aaaggagaagtcttttgggtggcccagcttcatcacatacacggtcggcgtctcggaccccgcggctggc 
agccaagggcctctgtceactaccctgaccttctccagccccgtgaccaaccaagccattgccatcccag 
tgacagtggcttttgtgatggatcgccgtgggcccggtccttatggagccagcctcttccagcacttcct 
ggattcctaccaggtcatgttcttcacgctcttcgccctgttggctgggacagcggtcatgatcatagcc 
taccacactgtctgcacgccccgggatcttgctgtgcctgcagccctcacgcctcgagccagccctggac 
acagcccccactatttcgctgcctcatcacccacatctcccaatgcattgcctcctgctcgcaaagccag 
ccctccctcagggctgtggagcccagcctatgcctcccactaggccgcgtgaaggttcccggaggatggg 
tctcagccgagcctcgtgcacccccaagatggaacatccctgctgcattcacactggaacaagcccctcc 
agatgagtgccccggccccaggccagcttcactgccgtctcttcacacagagctgtagtttcggctctgc 
ccattagctcattttatgtaggagttttaaatgtgtgtttttttcctttcaagtcttacaaagctaagac 
tttttggctcattcctttttgcatggttgtctagggtttctggacaatgtgctgttgcatttttattttc 
ctagccttgctaaaatctttcccttctcaagactttgagcagttagaagtgctctttagaagttgtctgt 
gggtgatgttactgtagtggtctcagggaaaggattgtccagttactttagggggtttttggtggggttt 
ttccccctgtgaaaacttactttgcccctagtctggctgctgctaggacttctgaggagcaatgggacat 
gagtgtccctgtatctgcgccactgccgcaagggaagcctcaggaaccagcacctggaggccaggatagc 
caagccctgggtgagcgagaggctggagaacacaggagctcacccagggctgctgcccaaccatgggcca 
ctgtgaacagacttcagtcctctgtttttgtttcataagccgttgagacatctgatggacttggcttagg 
ccctgctgggacatcccacgtgtgatccctttcactccatcaggacaccaggactgtccttaggaaaatg 
tccttgagatggcagcaggagtcatattttctgtgtgtgtgtttcggaaagccgctgtgtcctgcctcag 
cacaaagacccagtgtcatttgctcctcctgttcctgtgccactccagaacctcagcagatctgagccac 
cgcctgccagtgtgagaggcggccactttcatggcagcttatcaggcgcagggccccagacagcttccca 
gccggccctagagcccggcctgggccaatgatggagggcggccaccagcccagggcctgcccatccagaa 
gggactccccagggcctgggggaggagacccttggaaaagtcctctcttcccagctcctgattctggatc 
tgagattctcagatcacaggcccctgtgctccaggccgaggctgggccaccctcagggagatccagagac 
tcatgcccatggccatccatgcgtggacgctgtgtggagagtccaggatgacgggatcccgcacaagctc 
ccttcagtccttcagggctgggccatgtggttgatttttctaaagctggagaaaggaagaattgtgcctt 
gcatattacttgagcttaaactgacaacctggatgtaaataggagcctttctactggtttatttaataaa 
gttctatgtgatttttt 

119>Ly675S, KIAA0906 protein, partial protein 
FPAPAKAVVWSDIQELYIRVVDKVEIGKTVKAY^ 

ealdnytitflirgvaigqtsltasvtnkagqrinsapqqiev^ 

qpqsni lfs i snesvalvsaaglvqglai gngtvsglvqavdaetgkwt i sqdlvqvevlllravrira 
p imrmrtgtqmp i yvtgi tnhqnpfs fgnavpgltfhws vtkrdvldlrgrhheas i rlpsqynfamnvl 

GRVKGRTGLRWVTCAVDPTSGQLYGLARELSDEIQVQVFEKIjQL^ 

AASLSYRVLTCPEKVPVVHVDEKGFLASGSMIGTSTIEVIAQEPFGANQT^ 

LHTQNKEALVAVPU»1TVTFTVHFTON^ 

LUIVWDAEHPGLSDFMPLPVI^AISPELSGAMWGDVLCIiATVLTSLEGLSGTW 

AVARAVGS VTVYYEVAGHLRT YKEVWSVPQRIMARHLHP I QTS FQEATAS KVI VAVGDRS SNLRGECTP 
TQREVIQALHPETLISCQSQFKPAVFDFPSQDVFlVEPQFDTAIiGOYFCSITMHRLTDKQR 

lwsaslssshfsteqvgaevpfs pglfadqae i llsnhytsse i rvfgapevlenlevksgs pavlafa 
kekstowpsfitytvgvsdpaagsqgpi^ttltfsspvtnqaiaipvtvafvmdrrgpgpygaslfqh^ 
dsyqvmfftlfali^gtavmiiayhtvctprdlavpaaltpraspghsphyfaassptspnalpparka^ 
ppsglwspayash 

<210> 121 
<211> 1270 
<212> PRT 

<213> Homo sapiens 
<400> 121 

Arg Asp Phe Gin Ser Glu Val Leu Leu Ser Ala Met Glu Leu Phe His 

1 5 10 15 

Met Thr Ser Gly Gly Asp Ala Ala Met Phe Arg Asp Gly Lys Glu Pro 

20 25 30 

Gin Pro Ser Ala Glu Ala Ala Ala Ala Pro Ser Leu Ala Asn lie Ser 
35 40 45 
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Cys 


Phe 


Thr Gin Lys Leu Val Glu 




Leu 


Tyr Ser 


Glv 


Met Phe 


Ser 




50 




55 






ou 








Ala Asp 


Pro Arg His 


He Leu Leu 


Phe 


He 


UCU U1U 


His 


He Met 


Val 








70 












80 


Vol 


X lc 


Glu Thr Ala 


Ser Ser Gin 




Asp 


X Hi. VAX 


Leu 


Ser Thr 


Leu 






85 






90 






95 




Tvrr- 

xyr 


Ser 


Ser Leu Asn 


Lys Val He 


Leu 


*y* 


vjo liCU 


Ser 


Lys Pro 


Gin 






100 




XV/ 3 








110 




Gin 


Ser 


Leu Ser Glu 


Cys Leu Gly 


Leu 


Leu 


Ser Xle 


Leu 


Gly Phe 


Leu 






115 


120 








125 






Gin 


Glu 


His Trp Asp Val Val Phe 


Ala 


Thr 


Tyr Asn 


Ser 


Asn He 


Ser 




130 




135 














Phe 


Leu 


Leu Cys Leu . Met His Cys 


Leu 


Leu 


Leu Leu 


Asn 


Glu Arg 


Ser 


145 






150 






155 

•A «P J 






160 


Tyr 


Pro 


Glu Gly Phe Gly Leu Glu 


Pro 


Lvs 


Pro Arg 


Met 


Ser Thr Tyr 






165 






170 






175 




His 


Gin 


Val Phe Leu 


Ser Pro Asn 


Glu 


Asp 


Val Lys 


Glu 


Lys Arg Glu 






180 




-4- O -J 








190 




Asp Leu 


Pro Ser Leu- Ser Asp Val 


Gin 


His 


Asn He 


Gin 


Lys Thr Val 






195 


200 








205 






Gin 


Thr 


Leu Trp Gin Gin Leu Val 


Ala 


Gin 


Arg Gin 


Gin 


Thr Leu 


Glu 




210 




215 






220 








Asp Ala 


Phe Lys lie Asp Leu Ser 


Val 


Lvs 


Pro Gly 


Glu 


Arg Glu Val 


225 






230 






235 






240 


Lys 


lie 


Glu Glu Val 


Thr Pro Leu 


Trp 


Glu 


Glu Thr 


Met 


Leu Lys 


Ala 






245 






250 






255 




Trp Gin 


His Tyr Leu 


Ala Ser Glu 


Lvs 


Lvs 


Ser Leu 


Ala 


Ser Arg 


Ser 






260 




265 








270 




Asn 


Val 


Ala His His 


Ser Lys Val 


Thr 


Leu 


Trp Ser 


Glv 


Ser Leu 


Ser 






275 


280 








285 






Ser 


Ala 


Met Lys Leu 


Met Pro Gly 


Ara 


Gin 


Ala Lys 


Asp 


Pro Glu 


Cys 




290 




295 






300 








Lys 


Thr 


Glu Asp Phe 


Val Ser Cys 


He 


Glu 


Asn Tyr 


Ara 


Arg Arg 


Gly 


305 






310 






J X J 






320 


Gin 


Glu 


Leu Tyr Ala 


Ser Leu Tyr 


Lvs 


Asp 


His Val 


Gin 


Arg Arg 


Lys 






325 






330 






335 




cys 


Gly 


Asn He Lys 


Ala Ala Asn 


Ala 


Trp 


Ala Arg 


He 


Gin Glu 


Gin 






340 




345 








350 




Leu 


Phe 


Gly Glu Leu 


Gly Leu Trp 


Ser 


Gin 


Gly Glu 


Glu 


Thr Lys 


Pro 






355 


360 








365 






Cys 


Ser 


Pro Trp Glu 


Leu Asp Trp 


Arg 


Glu 


Gly Pro 


Ala 


Arg Met 


Arg 




370 




375 






380 








Lys Arg 


He Lys Arg 


Leu Ser Pro 


Leu 


Glu 


Ala Leu 


Ser 


Ser Gly 


Arg 


385 






390 






395 






400 


His 


Lys 


Glu Ser Gin 


Asp Lys Asn 


Asp 


His 


He Ser 


Gin 


Thr Asn 


Ala 






405. 






410 






415 




Glu 


Asn 


Gin Asp Glu Leu Thr Leu 


Arq 


Glu 


Ala Glu 


Gly 


Glu Pro 


Asp 






420 




425 








430 




Glu 


Val 


Gly Val Asp, Cys Thr Gin 


Leu 


Thr 


Phe Phe 


Pro 


Ala Leu 


His 






435 


440 








445 






Glu 


Ser 


Leu His Ser 


Glu Asp Phe 


Leu 


Glu 


Leu Cys 


Arq 


Glu Arg 


Gin 




450 




455 






460 








Val 


He 


Leu Gin Glu 


Leu Leu Asp 


Lvs 


Glu 


Lys Val 


Thr 


Gin Lys 


Phe 


465 






470 






475 






480 


Ser 


lieu 


Val He Val 


Gin Gly His 


Leu 


Val 


Ser Glu 


Glv 


Val Leu 


Leu 






485 






490 






495 




Phe Gly 


His Gin His 


Phe Tyr He 


Cys 


Glu 


Asn Phe 


Thr 


Leu Ser 


Pro 






500 




505 








510 




Thr Gly 


Asp Val Tyr 


Cys Thr Arg 


His 


Cvs 


Leu Ser 


Asn 


He Ser 


Asp 






515 


520 








525 






Pro 


Phe 


He Phe Asn 


Leu Cys Ser 


Lys 


Asp 


Arg Ser 


Thr 


Asp His 


Tyr 




530 




535 






540 








Ser Cys 


Gin Cys His 


Ser Tyr Ala 


Asp 


Met 


Arg Glu 


Leu 


Arg Gin 


Ala 


545 






550 






555 






560 


Arg Phe 


Leu Leu Gin 


Asp lie Ala 


Leu 


Glu 


He Phe 


Phe 


His Asn 


Gly 






565 






570 






575 




Tyr 


Ser 


Lys Phe Leu 


Val Phe Tyr 


Asn 


Asn 


Asp Arg 


Ser 


Lys Ala 


Phe 






580 




585 








590 
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Lys Ser Phe Cys Ser Phe Gin Pro Ser Leu Lys Gly Lys Ala Thr Ser. 

595 600 605 

Glu Asp Thr Leu Asn Leu Arg Arg Tyr Pro Gly Ser Asp Arg lie Met 

610 615 620 

Leu Gin Lys Trp Gin Lys Arg Asp He Ser Asn Phe Glu Tyr Leu Met 
625 630 635 640 

Tyr Leu Asn Thr Ala Ala Gly Arg Thr Cys Asn Asp Tyr Met Gin Tyr 

645 650 655 

Pro Val Phe Pro Trp Val Leu Ala Asp Tyr Thr Ser Glu Thr Leu Asn 

660 665 670 

Leu Ala Asn Pro Lys He Phe Arg Asp Leu Ser Lys Pro Met Gly Ala 

675 680 685 

Gin Thr Lys Glu Arg Lys Leu Lys Phe He Gin Arg Phe Lys Glu Val 

690 695 700 

Glu Lys Thr Glu Gly Asp Met Thr Val Gin Cys His Tyr Tyr Thr His 
70S 710 715 720 

Tyr Ser Ser Ala He He Val Ala Ser Tyr Leu Val Arg Met Pro Pro 

725 730 735 

Phe Thr Gin Ala Phe Cys Ala Leu Gin Gly Gly Ser Phe Asp Val Ala 

740 745 750 

Asp Arg Met Phe His Ser Val Lys Ser Thr Trp Glu Ser Ala Ser Arg 

755 760 765 

Glu Asn Met Ser Asp Val Arg Glu Leu Thr Pro Glu Phe Phe Tyr Leu 

770 775 780 

Pro Glu Phe Leu Thr Asn Cys Asn Gly Val Glu Phe Gly Cys Met Gin 
785 790 795 800 

Asp Gly Thr Val Leu Gly Asp Val Gin Leu Pro Pro Trp Ala Asp Gly 

805 810 815 

Asp Pro Arg Lys Phe He Ser Leu His Arg Lys Ala Leu Glu Ser Asp 

820 825 830 

Phe Val Ser Ala Asn Leu His His Trp He Asp Leu He Phe Gly Tyr 

835 840 845 

Lys Gin Gin Gly Pro Ala Ala Val Asp Ala Val Asn He Phe His Pro 

850 855 860 

Tyr Phe Tyr Gly Asp Arg Met Asp Leu Ser Ser He Thr Asp Pro Leu 
865 870 875 880 

He Lys Ser Thr He Leu Gly Phe Val Ser Asn Phe Gly Gin Val Pro 

885 890 895 

Lys Gin Leu Phe Thr Lys Pro His Pro Ala Arg Thr Ala Ala Gly Lys 

900 905 910 

Pro Leu Pro Gly Lys Asp Val Ser Thr Pro Val Ser Leu Pro Gly His 

915 920 925 

Pro Gin Pro Phe Phe Tyr Ser Leu Gin Ser Leu Arg Pro Ser Gin Val 

930 935 940 

Thr Val Lys Asp Met Tyr Leu Phe Ser Leu Gly Ser Glu Ser Pro Lys 
945 950 955 960 

Gly Ala He Gly His He Val Ser Thr Glu Lys Thr He Leu Ala Val 

965 970 975 

Glu Arg Asn Lys Val Leu Leu Pro Pro Leu Trp Asn Arg Thr Phe Ser 

980 985 990 

Trp Gly Phe Asp Asp Phe Ser Cys Cys Leu Gly Ser Tyr Gly Ser Asp 

995 1000 1005 

Lys Val Leu Met Thr Phe Glu Asn Leu Ala Ala Trp Gly Arg Cys Leu 

1010 1015 1020 

Cys Ala Val Cys Pro Ser Pro Thr Thr He Val Thr Ser Gly Thr Ser 
1025 1030 1035 1040 

Thr Val Val Cys Val Trp Glu Leu Ser Met Thr Lys Gly Arg Pro Arg 

1045 1050 1055 

Gly Leu Arg Leu Arg Gin Ala Leu Tyr Gly His Thr Gin Ala Val Thr 

1060 1065 1070 

Cys Leu Ala Ala Ser Val Thr Phe Ser Leu Leu Val Ser Gly Ser Gin 

1075 1080 1085 

Asp Cys Thr Cys He Leu Trp Asp Leu Asp His Leu Thr His Val Thr 

1090 1095 1100 

Arg Leu Pro Ala His Arg Glu Gly He Ser Ala He Thr He Ser Asp 
1105 1110 1115 1120 

Val Ser Gly Thr He Val Ser Cys Ala Gly Ala His Leu Ser Leu Trp 
1125 1130 1135 
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Asn Val Asn Gly Gin Pro Leu Ala Ser lie Thr Thr Ala Trp Gly Pro 

1140 ii45 1150 

Glu Gly Ala lie Thr Cys Cys Cys Leu Met Glu Gly Pro Ala Trp Asp 

1155 H60 1165 

Thr Ser Gin He He lie Thr Gly Ser Gin Asp Gly Met Val Arg Val 

1170 1175 H80 

Trp Lys Thr Glu Asp Val Lys Met Ser Val Pro Gly Arg Pro Ala Gly 
H85 1190 H9S 1200 

Glu Glu Pro Leu Ala Gin Pro Pro Ser Pro Arg Gly His Lys Trp Glu 

1205 1210 * 121S 

Lys Asn Leu Ala Leu Ser Arg Glu Leu Asp Val Ser He Ala Leu Thr 

1220 1225 1230 

Gly Lys Pro Ser Lys Thr Ser Pro Ala Val Thr Ala Leu Ala Val Ser 

1235 1240 1245 

Arg Asn His Thr Lys Leu Leu Val Gly Asp Glu Arg Gly Arg He Phe 

1250 1255 1260 

Cys Trp Ser Ala Asp Gly 
1265 1270 

<210> 121 
<211> 647 
<212> PRT 

<213> Homo sapiens 
<400> 121 

Met Leu Gin Lys Trp Gin Lys Arg Asp He Ser Asn Phe Glu Tyr Leu 

15 10 15 

Met Tyr Leu Asn Thr Ala Ala Gly Arg Thr Cys Asn Asp Tyr Met Gin 

20 25 30 

Tyr Pro Val Phe Pro Trp Val Leu Ala Asp Tyr Thr Ser Glu Thr Leu 

35 40 45 

Asn Leu Ala Asn Pro Lys He Phe Arg Asp Leu Ser Lys Pro Met Gly 

50 55 60 

Ala Gin Thr Lys Glu Arg Lys Leu Lys Phe He Gin Arg Phe Lys Glu 
65 70 75 80 

Val Glu Lys Thr Glu Gly Asp Met Thr Val Gin Cys His Tyr Tyr Thr 

85 90 95 

His Tyr Ser Ser Ala He He Val Ala Ser Tyr Leu Val Arg Met Pro 

100 105 110 

Pro Phe Thr Gin Ala Phe Cys Ala Leu Gin Gly Gly Ser Phe Asp Val 

115 120 125 

Ala Asp Arg Met Phe His Ser Val Lys Ser Thr Trp Glu Ser Ala Ser 

130 135 140 

Arg Glu Asn Met Ser Asp Val Arg Glu Leu Thr Pro Glu Phe Phe Tyr 
145 150 155 160 

Leu Pro Glu Phe Leu Thr Asn Cys Asn Gly Val Glu Phe Gly Cys Met 

165 170 175 

Gin Asp Gly Thr Val Leu Gly Asp Val Gin Leu Pro Pro Trp Ala Asp 

180 185 190 

Gly Asp Pro Arg Lys Phe He Ser Leu His Arg Lys Ala Leu Glu Ser 

195 200 205 

Asp Phe Val Ser Ala Asn Leu His His Trp He Asp Leu He Phe Gly 

210 215 220 

Tyr Lys Gin Gin Gly Pro Ala Ala Val Asp Ala Val Asn He Phe His 
225 230 235 240 

Pro Tyr Phe Tyr Gly Asp Arg Met Asp Leu Ser Ser He Thr Asp Pro 

245 250 255 

Leu He Lys Ser Thr He Leu Gly Phe Val Ser Asn Phe Gly Gin Val 

260 265 270 

Pro Lys Gin Leu Phe Thr Lys Pro His Pro Ala Arg Thr Ala Ala Gly 

275 280 . 285 

Lys Pro Leu Pro Gly Lys Asp Val Ser Thr Pro Val Ser Leu Pro Gly 

290 295 300 

His Pro Gin Pro Phe Phe Tyr Ser Leu Gin Ser Leu Arg Pro Ser Gin 
305 310 315 ^ 320 

Val Thr Val Lys Asp Met Tyr Leu Phe Ser Leu Gly Ser Glu Ser Pro 
325 330 335 ' 
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Lys Gly Ala lie Gly His lie Val . Ser Thr Glu Lys Thr lie Leu Ala 

340 345 350 

Val Glu Arg Asn Lys Val Leu Leu Pro Pro Leu Trp Asn Arg Thr Phe 

355 360 365 

Ser Trp Gly Phe Asp Asp Phe Ser Cys Cys Leu Gly Ser Tyr Gly Ser 

370 375 380 

Asp Lys Val Leu Met Thr Phe Glu Asn Leu Ala Ala Trp Gly Arg Cys 
385 390 395 400 

Leu Cys Ala Val Cys Pro Ser Pro Thr Thr lie Val Thr Ser Gly Thr 

405 410 415 

Ser Thr Val Val Cys Val Trp Glu Leu Ser Met Thr Lys Gly Arg Pro 

420 425 430 

Arg Gly Leu Arg Leu Arg Gin Ala Leu Tyr Gly His Thr Gin Ala Val 

435 440 445 

Thr Cys Leu Ala Ala Ser Val Thr Phe Ser Leu Leu Val Ser Gly Ser 

450 455 460 

Gin Asp Cys Thr Cys He Leu Trp Asp Leu Asp His Leu Thr His Val 
465 470 475 480 

Thr Arg Leu Pro Ala His Arg Glu Gly He Ser Ala He Thr He Ser 

v : ; 485 490 495 

Asp-Val Ser Gly Thr He Val Ser Cys Ala Gly Ala His Leu Ser Leu 

500 505 510 

Trp Asn Val Asn Gly Gin Pro Leu Ala Ser He Thr Thr Ala Trp Gly 

515 520 525 

Pro Glu Gly Ala He Thr Cys Cys Cys Leu Met Glu Gly Pro Ala Trp 

530 535 540 

Asp Thr Ser Gin He He He Thr Gly Ser Gin Asp Gly Met Val Arg 
545 550 555 560 

Val Trp Lys Thr Glu Asp Val Lys Met Ser Val Pro Gly Arg Pro Ala 

565 570 575 

Gly Glu Glu Pro Leu Ala Gin Pro Pro Ser Pro Arg Gly His Lys Trp 

580 585 ~ 590 

Glu Lys Asn Leu Ala Leu Ser Arg Glu Leu Asp Val Ser He Ala Leu 

595 600 605 

Thr Gly Lys Pro Ser Lys Thr Ser Pro Ala Val Thr Ala Leu Ala Val 

610 615 620 

Ser Arg Asn His Thr Lys Leu Leu Val Gly Asp Glu Arg Gly Arg He 
625 630 635 640 

Phe Cys Trp Ser Ala Asp Gly 
645 

<210> 122 
<211> 32 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> PDM-797 PCR primer for His-Lyl452P 

<400> 122 
gtgtcacaat ctacagtcag gcaggattct cc 

<210> 123 
<211> 35 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> PDM-799 PCR primer for His-Lyl452P 
<400> 123 

gttatgtagc ggccgcttat catgttgctg cagag 

<210> 124 
<211> 980 
<212> DNA 

<223> Incyte LifeSeq database template #LS_1076101.8, 
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human endogenous retroviral sequence (HERV) 
<400> 124 

gccgctgccg ctccaggaga caggttccca tgcaggaatg aaagacatgg aagggaagag 60 

99999 c ^agc tccctgagtc ctgtgtccac cagctgctgc taaatacctc tgagaaactc 120 

tgcttctatc taaggggacc tacttctctc gggaatctca atacttggaa caagaacctc 180 

ctagacggac cctttggcat aatgaattgg accaactgta ggttccagga ctagagagcc 240 

agcaatgcct ccatgaacaa tctcacccaa ttactctgct caggaaacga ggtaactgat 300 

ggacagccga ggcagcccct taggcggctt aggcctcccc tgtggagcat ccctgaggcg 360 

gactccggcc agcccgagtg atgcgatcca aagagcactc ccgggtagga aattgccccg 420 

gtggaatgcc tcaccagagc agcgtgtagc agttccctgt ggaggattaa cacagtggct 480 

gaacaccggg aaggaactgg cacttggagt ccggacatct gaaacttgta gactgggagc 54 0 

tgtacatgga tgggagcagc ttcaccaacc cctgcaaagt gactctgaag aagacgacaa 600 

gccctgctcc agtcacaccc ggaagctgac tggtccacgc acagctgaag catgaggaaa 660 

ctcatcgcgg gactaatttt ccttaaaatt tagacttgca cagtaaggac ttcaactgac 720 

cttcctcaga ctgagaactg tttccagtat atacatcaag tcactgaggt aggacaaaag 780 

attgctacat tcctattatt ttaaggttac atttttgggg acccctcttt cttctgttct 840 

agctattacc tttcttgtgt cacctagaaa aggaccagtc cttaattgta ttttaaaaac 900 

tgtgatcatg ggaagcttta aattggttca ataacacgca tcaagttggt tatttcctgg 960 

gctacatacc ttggatagat 98 o 
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